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<160> 78 

<170> Patentln version 3.2 

<210> 1 
<211> 974 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<223> G1073 
<400> 1 

ccccccgacc tgcctctaca gagacctgaa 
catggaactt aacagatctg aagcagacga 
agccaccagc tcagccacag cctctggctc 
tgcaggttcc aaaaacaaac ccaaacctcc 
ccttagatca cacgttcttg aagtcacctc 
ctacgccact cgtcgcggct gcggcgtttg 
cgtcacgata cggcaacctg cggctccggc 
gtttgacatt ttgtctttga ccggtactgc 
aggtttgacg gtgtatctag ccggaggtca 
ttcgttaatt gcttcgggac cggtagtgtt 
tgataggtta ccgattgaag aggaagaaac 
gcagcagccg gaggcgtctc agtcgtcgga 
gtcaaacctc caaggtggaa atggtggagg 
tatgaacaat tttcaattct ccgggggaga 
aggtggtggc ggtgcgacta gacccgcgtt 
tgttgcgttt gcgtgtttga cctcaaacta 



gattccagaa 


ccccacctga 


tcaaaaataa 


60 


agcaaaggcc 


gagaccactc 


ccaccggtgg 


120 


ttcctccgga 


cgtcgtccac 


gtggtcgtcc 


180 


gacgattata 


actagagata 


gtcctaacgt 


240 


cggttcggac 


atatccgagg 


cagtctccac 


300 


cattataagc 


ggcacgggtg 


cggtcactaa 


360 


tggtggaggt 


gtgattaccc 


tgcatggtcg 


420 


gcttccaccg 


cctgcaccac 


cgggagcagg 


480 


aggacaagtt 


gtaggaggga 


atgtggctgg 


540 


gatggctgct 


tcttttgcaa 


acgcagttta 


600 


cccaccgccg 


agaaccaccg 


gggtgcagca 


660 


ggttacgggg 


^gtggggccc 


aggcgtgtga 


720 


aggtgttgct 


ttctacaatc 


ttggaatgaa 


780 


tatttacggt 


atgagcggcg 


gtagcggagg 


840 


ttagagtttt 


agcgttttgg 


tgacaccttt 


900 


ctaggctact 


agctatagcg 


gttgcgaaat 


960 



Page 2 
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974 



<210> 2 
<211> 270 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

. <223> polypeptide 
<400>'* 2 

Met Glu Leu Asn Arg Ser Glu Ala Asp Glu Ala Lys Ala Glu Thr Thr 
15 10 15 



Pro Thr Gly Gly Ala Thr Ser Ser Ala Thr Ala Ser Gly Ser Ser Ser 
20 25 30 



Gly Arg Arg Pro Arg Gly Arg Pro Ala Gly Ser Lys Asn Lys Pro Lys 
35 40 45 



Pro Pro Thr lie lie Thr Arg Asp Ser Pro Asn Val Leu Arg Ser His 
50 55 60 



Val Leu Glu Val Thr Ser Gly Ser Asp lie Ser Glu Ala Val Ser Thr 
65 70 75 80 

Tyr Ala Thr Arg Arg Gly Cys Gly Val Cys lie lie Ser Gly Thr Gly 
85 90 95 

Ala Val Thr Asn Val Thr lie Arg Gin Pro Ala Ala Pro Ala Gly Gly 
100 105 110 



Gly Val lie Thr Leu His Gly Arg Phe Asp lie Leu Ser Leu Thr Gly 
115 120 125 



Thr Ala Leu Pro Pro Pro Ala Pro Pro Gly Ala Gly Gly Leu Thr Val 
130 135 140 

Tyr Leu Ala Gly Gly Gin Gly Gin Val Val Gly Gly Asn Val Ala Gly 
145 150 155 160 

Ser Leu lie Ala Ser Gly Pro Val Val Leu Met Ala Ala Ser Phe Ala 
165 170 175 

Asn Ala Val Tyr Asp Arg Leu Pro lie Glu Glu Glu Glu Thr Pro Pro 
180 185 190 
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Pro Arg Thr Thr Gly Val Gin Gin Gin Gin Pro Glu Ala Ser Gin Ser 
195 200 205 

Ser Glu Val Thr Gly Ser Gly Ala Gin Ala Cys Glu Ser Asn Leu Gin 
210 215 220 

Gly Gly Asn Gly Gly Gly Gly Val Ala Phe Tyr Asn Leu Gly Met Asn 
225 230 235 240 

Met Asn Asn Phe Gin Phe Ser Gly Gly Asp lie Tyr Gly Met Ser Gly 
245 250 255 

Gly Ser Gly Gly Gly Gly Gly Gly Ala Thr Arg Pro Ala Phe 
260 265 270 

<210> 3 
<211> 1473 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<223> G1067 
<400> 3 



tctcaagctt 


ctctctcctt 


tttttcccat 


agcacatcag 


aatcgctaaa 


tacgactcct 


60 


atgcaaagaa 


gaagctactt 


ctttctcttg 


ccctaattaa 


tctacctaac 


tagggtttcc 


120 


tcttaccttt 


catgagagag 


atcatttaac 


ataagtcacc^ 


ttttttatat 


cttttgcttc 


180 


gtctttaatt 


tagttctgtt 


cttggtctgt 


ttctatattt 


tgtcggcttg 


cgtaaccgat 


240 


cacaccttaa 


tgctttagct 


attgtttcct 


caaaatcatg 


agttttgact 


tctcgatctg 


300 


agttttcttt 


ttctctcttt 


acgctcttct 


tcacctagct 


accaatatat 


gaacgagcag 


360 


gatcaagaat 


cgagaaattg 


atttgagctg 


gcgaataagc 


agtggtggga 


tagggaatta 


420 


gtagatgcgg 


cggcgatgga 


aggcggttac 


gagcaaggcg 


gtggagcttc 


tagatacttc 


480 


cataacctct 


ttagaccgga 


gattcaccac 


caacagcttc 


aaccgcaggg 


cgggatcaat 


540 


cttatcgacc 


agcatcatca 


tcagcaccag 


caacatcaac 


aacaacaaca 


accgtcggat 


600 


gattcaagag 


aatctgacca 


ttcaaacaaa 


gatcatcatc 


aacagggtcg 


acccgattca 


660 


gacccgaata 


catcaagctc 


agcaccggga 


aaacgtccac 


gtggacgtcc 


accaggatct 


720 


aagaacaaag 


ccaagccacc 


gatcatagta 


actcgtgata 


gccccaacgc 


gcttagatct 


780 


cacgttcttg 


aagtatctcc 


tggagctgac 


atagttgaga 


gtgtttccac 


gtacgctagg 


840 


aggagaggga 


gaggcgtctc 


cgttttagga 


ggaaacggca 


ccgtatctaa 


cgtcactctc 


900 


cgtcagccag 


tcactcctgg 


aaatggcggt 


ggtgtgtccg 


gaggaggagg 


agttgtgact 


960 


ttacatggaa 


ggtttgagat 


tctttcgcta 


acggggactg 


ttttgccacc 


tcctgcaccg 


1020 
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cctggtgccg gtggtttgtc tatattttta gccggagggc aaggtcaggt ggtcggagga 1080 

agcgttgtgg ctccccttat tgcatcagct ccggttatac taatggcggc ttcgttctca 1140 

aatgcggttt tcgagagact accgattgag gaggaggaag aagaaggtgg tggtggcgga 1200 

ggaggaggag gaggagggcc accgcagatg caacaagctc catcagcatc tccgccgtct 1260 

ggagtgaccg gtcagggaca gttaggaggt aatgtgggtg gttatgggtt ttctggtgat 132 0 

cctcatttgc ttggatgggg agctggaaca ccttcaagac caccttttta attgaatttt 13 80 

aatgtccgga aatttatgtg tttttatcat cttgaggagt cgtctttcct ttgggatatt 1440 

tggtgtttaa tgtttagttg atatgcatat ttt 14 73 

<210> 4 
<211> 311 
<212> PRT 

<213> Arabidopsis thaliana 

<220> 

<223> G1067 polypeptide 
<400> 4 

Met Glu Gly Gly Tyr Glu Gin Gly Gly Gly Ala Ser Arg Tyr Phe His 
15 10 15 

Asn Leu Phe Arg Pro Glu lie His His Gin Gin Leu Gin Pro Gin Gly 
20 25 30 

Gly lie Asn Leu lie Asp Gin His His His Gin His Gin Gin His Gin 
35 40 45 

Gin Gin Gin Gin Pro Ser Asp Asp Ser Arg Glu Ser Asp His Ser Asn 
50 55 60 

Lys Asp His His Gin Gin Gly Arg Pro Asp Ser Asp Pro Asn Thr Ser 
65 70 75 80 

Ser Ser Ala Pro Gly Lys Arg Pro Arg Gly Arg Pro Pro Gly Ser Lys 
85 90 95 

Asn Lys Ala Lys Pro Pro lie lie Val Thr Arg Asp Ser Pro Asn Ala 
100 105 110 

Leu Arg Ser His Val Leu Glu Val Ser Pro Gly Ala Asp lie Val Glu 
115 120 125 

Ser Val Ser Thr Tyr Ala Arg Arg Arg Gly Arg Gly Val Ser Val Leu 
130 135 140 
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Gly Gly Asn Gly Thr Val Ser Asn Val Thr Leu Arg Gin Pro Val Thr 
145 150 155 160 



Pro Gly Asn Gly Gly Gly Val Ser Gly Gly Gly Gly Val Val Thr Leu 
165 170 175 



His Gly Arg Phe Glu lie Leu Ser Leu Thr Gly Thr Val Leu Pro Pro 
180 185 190 



Pro Ala Pro Pro Gly Ala Gly Gly Leu Ser lie Phe Leu Ala Gly Gly 
195 200 205 



Gin Gly Gin Val Val Gly Gly Ser Val Val Ala Pro Leu lie Ala Ser 
210 215 220 



Ala Pro Val He Leu Met Ala Ala Ser Phe Ser Asn Ala Val Phe Glu 
225 230 235 240 



Arg Leu Pro He Glu Glu Glu Glu Glu Glu Gly Gly Gly Gly Gly Gly 
245 250 255 



Gly Gly Gly Gly Gly Pro Pro Gin Met Gin Gin Ala Pro Ser Ala Ser 
260 265 270 



Pro Pro Ser Gly Val Thr Gly Gin Gly Gin Leu Gly Gly Asn Val Gly 
275 280 285 



Gly Tyr Gly Phe Ser Gly Asp Pro His Leu Leu Gly Trp Gly Ala Gly 
290 295 300 



Thr Pro Ser Arg Pro Pro Phe 



305 




310 


<210> 
<211> 
<212> 
<213> 


5 

1383 
DNA 

Arabidopsis 


thaliana 


<220> 
<223> 


G2153 




<400> 


5 





ttcttgctta gtatcattct ttgtcgtgtt cttttaatta accttttgca atttgtcttg 60 

tgtttctcac aacacaaaaa cttgtaaaag tgttaaaaaa tcaagatctg aaaaatctta 12 0 

tcaccgcttc taggtttttc agtttttttt cttccttttc ctgatctaaa ttaacttata 180 

tttcttaggg tttcacttct tgaaacattt aatcagaatt aattaacctc tctagggctt 240 
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tcatggcgaa tccatggtgg acaggacaag tgaacctatc cggcctcgaa acgacgccgc 300 

ctggttcctc tcagttaaag aaaccagatc tccacatctc catgaacatg gccatggact 360 

caggtcacaa taatcatcac catcaccaag aagtcgataa caacaacaac gacgacgata 42 0 

gagacaactt gagtggagac gaccacgagc cacgtgaagg agccgtagaa gcccccacgc 480 

gccgtccacg tggacgtcct gctggttcca agaacaaacc aaagccaccg atcttcgtca 540 

ctcgcgattc tccaaatgct ctcaagagcc atgtcatgga gatcgctagt gggactgacg 600 

tcatcgaaac cctagctact tttgctaggc ggcgtcaacg tggcatctgc atcttgagcg 660 

gaaatggcac agtggctaac gtcaccctcc gtcaaccctc gaccgctgcc gttgcggcgg 72 0 

ctcctggtgg tgcggctgtt ttggctttac aagggaggtt tgagattctt tctttaaccg 780 

gttctttctt gccaggaccg gctccacctg gttccaccgg tttaacgatt tacttagccg 840 

gtggtcaagg tcaggttgtt ggaggaagcg tggtgggccc attgatggca gcaggtccgg 900 

tgatgctgat cgccgccacg ttctctaacg cgacttacga gagattgcca ttggaggagg 960 

aagaggcagc agagagaggc ggtggtggag gcagcggagg agtggttccg gggcagctcg 102 0 

gaggcggagg ttcgccacta agcagcggtg ctggtggagg cgacggtaac caaggacttc 1080 

cggtgtataa tatgccggga aatcttgttt ctaatggtgg cagtggtgga ggaggacaga 1140 

tgagcggcca agaagcttat ggttgggctc aagctaggtc aggattttaa cgtgcgttaa 1200 

aatggttttt aatttacaga agttaacaat aagattataa tgatgtttat tatgatgatg 1260 

aaaaccagtc agttgctact tgttactagt gagctatata gtttgtggac attatattat 132 0 

gttctctctt gactatgatt attatttgct aaatttcact tagctaaaaa aaaaaaaaaa 13 80 

aaa 1383 

<210> 6 
<211> 315 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<223> G2153 polypeptide 
<400> 6 

Met Ala Asn Pro Trp Trp Thr Gly Gin Val Asn Leu Ser Gly Leu Glu 



Thr Thr Pro Pro Gly Ser Ser Gin Leu Lys Lys Pro Asp Leu His lie 
20 25 30 

Ser Met Asn Met Ala Met Asp Ser Gly His Asn Asn His His His His 
35 40 45 
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Gin Glu Val Asp Asn Asn Asn Asn Asp Asp Asp Arg Asp Asn Leu Ser 
50 55 60 



Gly Asp Asp His Glu Pro Arg Glu Gly Ala Val Glu Ala Pro Thr Arg 
65 70 75 80 



Arg Pro Arg Gly Arg Pro Ala Gly Ser Lys Asn Lys Pro Lys Pro Pro 
85 90 95 

lie Phe Val Thr Arg Asp Ser Pro Asn Ala Leu Lys Ser His Val Met 
100 105 110 

Glu lie Ala Ser Gly Thr Asp Val lie Glu Thr Leu Ala Thr Phe Ala 
115 120 125 

Arg Arg Arg Gin Arg Gly lie Cys lie Leu Ser Gly Asn Gly Thr Val 
130 135 140 



Ala Asn Val Thr Leu Arg Gin Pro Ser Thr Ala Ala Val Ala Ala Ala 
145 150 155 160 

Pro Gly Gly Ala Ala Val Leu Ala Leu Gin Gly Arg Phe Glu lie Leu 
165 170 175 

Ser Leu Thr Gly Ser Phe Leu Pro Gly Pro Ala Pro Pro Gly Ser Thr 
180 185 190 

Gly Leu Thr lie Tyr Leu Ala Gly Gly Gin Gly Gin Val Val Gly Gly 
195 200 205 

Ser Val Val Gly Pro Leu Met Ala Ala Gly Pro Val Met Leu lie Ala 
210 215 220 

Ala Thr Phe Ser Asn Ala Thr Tyr Glu Arg Leu Pro Leu Glu Glu Glu 
225 230 235 240 

Glu Ala Ala Glu Arg Gly Gly Gly Gly Gly Ser Gly Gly Val Val Pro 
245 250 255 

Gly Gin Leu Gly Gly Gly Gly Ser Pro Leu Ser Ser Gly Ala Gly Gly 
260 265 270 

Gly Asp Gly Asn Gin Gly Leu Pro Val Tyr Asn Met Pro <31y Asn Leu 
275 280 285 
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Val Ser Asn Gly Gly Ser Gly Gly Gly Gly Gin Met Ser Gly Gin Glu 
290 295 300 

Ala Tyr Gly Trp Ala Gin Ala Arg Ser Gly Phe 
305 310 315 

<210> 7 

<211> 1361 

<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<223> G2156 



<400> 7 



ttttttttcc 


ctttcctcgt 


tcaaaaaaag 


tacttgcaga 


gtcactcact 


ctcagtctca 


60 


gcacatgaat 


taatttgaag 


cttccctaga 


attctttcac 


atcaattaat 


acgacaccgt 


120 


ctcgggtgaa 


gaatctctcc 


tctcttgccc 


taaagcgagt 


tagggtttaa 


cacacaaagc 


180 


atacccttta 


gatttgtgtc 


tcttagctct 


gtttttgtcg 


gcttgtgtaa 


ccgatcaact 


240 


caagctattg 


gctcctcacc 


tcctgaaatt 


tgacttctcc 


aatggatctc 


aaagtttctc 


300 


ttatatgaat 


tctatcttca 


ccctcacaat 


atctttatat 


atatgagcca 


caagaacaag 


360 


aagagtcagt 


agatgcggct 


gccatggacg 


gtggttacga 


tcaatccgga 


ggagcttcta 


420 


gatactttca 


caacctcttc 


aggcctgagc 


ttcatcacca 


gcttcaacct 


cagcctcaac 


480 


ttcacccttt 


gcctcagcct 


cagcctcaac 


ctcagcctca 


gcagcagaat 


tcagatgatg 


540 


aatctgactc 


caacaaggat 


ccgggttccg 


acccagttac 


ctctggttca 


accgggaaac 


600 


gtccacgtgg 


acgtcctccg 


ggatccaaga 


acaagccgaa 


gccaccggtg 


atagtgacta 


660 


gagatagccc 


caacgtgctt 


agatctcatg 


ttcttgaagt 


ctcatctgga 


gccgacatag 


720 


tcgagagcgt 


taccacttac 


gctcgcagga 


gaggaagagg 


agtctccatt 


ctcagtggta 


780 


acggcacggt 


ggctaacgtc 


agtctccggc 


agccggcaac 


gacagcggct 


catggggcaa 


840 


atggtggaac 


cggaggtgtt 


gtggctctac 


atggaaggtt 


tgagatactt 


tccctcacag 


900 


gtacggtgtt 


gccgccccct 


gcgccgccag 


gatccggtgg 


tctttctatc 


tttctttccg 


960 


gcgttcaagg 


tcaggtgatt 


ggaggaaacg 


tggtggctcc 


gcttgtggct 


tcgggtccag 


1020 


tgatactaat 


ggctgcatcg 


ttctctaatg 


caactttcga 


aaggcttccc 


cttgaagatg 


1080 


aaggaggaga 


aggtggagag 


ggaggagaag 


ttggagaggg 


aggaggagga 


gaaggtggtc 


1140 


caccgccggc 


cacgtcatca 


tcaccaccat 


ctggagccgg 


tcaaggacag 


ttaagaggta 


1200 


acatgagtgg 


ttatgatcag 


tttgccggtg 


atcctcattt 


gcttggttgg 


ggagccgcag 


1260 


ccgcagccgc 


accaccaaga 


ccagcctttt 


agaattgaaa 


attatgtccg 


taacatagct 


1320 


gtaaccaaat 


ttcatttctc 


aaaattaaaa 


gaaaaaaaaa 


a 




1361 
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<210> 8 

<211> 302 

<212> PRT 

<213> Arabidopsis thaliana 

<220> 

<223> G2156 polypeptide 



<400> 8 



Met Asp Gly Gly Tyr Asp Gin Ser Gly Gly Ala Ser Arg Tyr Phe His 
15 10 15 

Asn Leu Phe Arg Pro Glu Leu His His Gin Leu Gin Pro Gin Pro Gin 
20 25 30 



Leu His Pro Leu Pro Gin Pro Gin Pro Gin Pro Gin Pro Gin Gin Gin 
35 40 45 

Asn Ser Asp Asp Glu Ser Asp Ser Asn Lys Asp Pro Gly Ser Asp Pro 
50 55 60 

Val Thr Ser Gly Ser Thr Gly Lys Arg Pro Arg Gly Arg Pro Pro Gly 
65 70 75 80 



Ser Lys Asn Lys Pro Lys Pro Pro Val lie Val Thr Arg Asp Ser Pro 
85 90 95 



Asn Val Leu Arg Ser His Val Leu Glu Val Ser Ser Gly Ala Asp lie 
100 105 110 



Val Glu Ser Val Thr Thr Tyr Ala Arg Arg Arg Gly Arg Gly Val Ser 
115 120 125 



lie Leu Ser Gly Asn Gly Thr Val Ala Asn Val Ser Leu Arg Gin Pro 
130 135 140 

Ala Thr Thr Ala Ala His Gly Ala Asn Gly Gly Thr Gly Gly Val Val 

145 150 155 160 

Ala Leu His Gly Arg Phe Glu lie Leu Ser Leu Thr Gly Thr Val Leu 
165 170 175 



Pro Pro Pro Ala Pro Pro Gly Ser Gly Gly Leu Ser lie Phe Leu Ser 
180 185 190 



Gly Val Gin Gly Gin Val lie Gly Gly Asn Val Val Ala Pro Leu Val 
195 200 205 
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Ala Ser Gly Pro Val lie Leu Met Ala Ala Ser Phe Ser Asn Ala Thr 
210 215 220 

Phe Glu Arg Leu Pro Leu Glu Asp Glu Gly Gly Glu Gly Gly Glu Gly 
225 230 235 240 

Gly Glu Val Gly Glu Gly Gly Gly Gly Glu Gly Gly Pro Pro Pro Ala 
245 250 255 

Thr Ser Ser Ser Pro Pro Ser Gly Ala Gly Gin Gly Gin Leu Arg Gly 
260 265 270 

Asn Met Ser Gly Tyr Asp Gin Phe Ala Gly Asp Pro His Leu Leu Gly 
275 280 285 

Trp Gly Ala Ala Ala Ala Ala Ala Pro Pro Arg Pro Ala Phe 
290 295 300 

<210> 9 

<211> 1011 

<212> DNA 

<213> Oryza sativa 

<220> 

<223> G3399 
<400> 9 

tcagaacggt ggcctgactc cgccggcgcc ggcgccgctc caacctccga agttgtctcc 60 

ggggagctga tagcctccca cattcccggc gaggttgtag agcgacatgc caccggcgcc 120 

gccggtgccg tcgcctcctg tcacgccgga ggactgtgac gccgccggtt gctgccctgg 180 

gggtccagct gattgtgcca cttgatcttg tgcttcgcct ccggcggcgg gcgcggcgac 240 

ctcctcttcc tcgccctcca gcggcagccg ctcgtacacg gcgttcgcga atgaggccgc 300 

catcaggacg acgggccccg cggcgaccag cgggcccacc acgctgccgc cgatcacctg 360 

gccctggccg ccggagagga acacggtgag gccgctcgcg ccgggtggcg cgggaggcgg 420 

caggaccgtg cccgtgagag ataggatctc gaaccggccc cgcagcgtgg ccaccatgct 480 

gcccggcggc gacgcgcccg gctgccgcag cgccacgttg acgacggcgc cgccgccgct 540 

cagcacgcac acgccgcgcc ctcggcggcg ggcgtactcg gccacgcagt cgacgacgtc 600 

ggcgccgccg gcgacctcga gcacgtgcga gtgcagcgcg ttcgggctgt cgcgcgtcac 660 

gatgatgggc ggcttcggct tgttcttgga cccgggcggg cgcccgcgcg ggcgccgcgt 720 

cggcccaccc gagccactac cgccggcgct gccgctgcca ccctcgacgg gcaccatggc 780 

cgacgacgac ggctggtggt caccgccgac gccgccgctt ccactccctc ccgcgtgatc 840 
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tccctcgccc acggggctct tgtcgggtga catcttggag tgctccatct tgacatggga 900 

tgtcggcgac agcggtgaca gcggcgacgg ctgctgcggt cggagcagat ggtggaagta 960 

ccgtgagctg ccggcgccgg cgccgccccc gccagggtcc atcccggcca t loil 

<210> 10 

<211> 336 

<212> PRT 

<213> Oryza sativa 

<220> 

<223> G3399 polypeptide 
<400> 10 

Met Ala Gly Met Asp Pro Gly Gly Gly Gly Ala Gly Ala Gly Ser Ser 
15 10 15 

Arg Tyr Phe His His Leu Leu Arg Pro Gin Gin Pro Ser Pro Leu Ser 
20 25 30 

Pro Leu Ser Pro Thr Ser His Val Lys Met Glu His Ser Lys Met Ser 
35 40 45 

Pro Asp Lys Ser Pro Val Gly Glu Gly Asp His Ala Gly Gly Ser Gly 
50 55 60 

Ser Gly Gly Val Gly Gly Asp His Gin Pro Ser Ser Ser Ala Met Val 
65 70 75 80 

Pro Val Glu Gly Gly Ser Gly Ser Ala Gly Gly Ser Gly Ser Gly Gly 
85 90 95 

Pro Thr Arg Arg Pro Arg Gly Arg Pro Pro Gly Ser Lys Asn Lys Pro 
100 105 110 

Lys Pro Pro lie lie Val Thr Arg Asp Ser Pro Asn Ala Leu His Ser 
115 120 125 

His Val Leu Glu Val Ala Gly Gly Ala Asp Val Val Asp Cys Val Ala 
120 135 140 

Glu Tyr Ala Arg Arg Arg Gly Arg Gly Val Cys Val Leu Ser Gly Gly 
145 150 155 160 

Gly Ala Val Val Asn Val Ala Leu Arg Gin Pro Gly Ala Ser Pro Pro 
165 170 175 
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Gly Ser Met Val Ala Thr Leu Arg Gly Arg Phe Glu lie Leu Ser Leu 
180 185 190 



Thr Gly Thr Val Leu Pro Pro Pro Ala Pro Pro Gly Ala Ser Gly Leu 
195 200 205 

Thr Val Phe Leu Ser Gly Gly Gin Gly Gin Val lie Gly Gly Ser Val 
210 215 220 

Val Gly Pro Leu Val Ala Ala Gly Pro Val Val Leu Met Ala Ala Ser 
225 230 235 240 

Phe Ala Asn Ala Val Tyr Glu Arg Leu Pro Leu Glu Gly Glu Glu Glu 
245 250 255 

Glu Val Ala Ala Pro Ala Ala Gly Gly Glu Ala Gin Asp Gin Val Ala 
260 265 270 

Gin Ser Ala Gly Pro Pro Gly Gin Gin Pro Ala Ala Ser Gin Ser Ser 
275 280 285 

Gly Val Thr Gly Gly Asp Gly Thr Gly Gly Ala Gly Gly Met Ser Leu 
290 295 300 

Tyr Asn Leu Ala Gly Asn Val Gly Gly Tyr Gin Leu Pro Gly Asp Asn 
305 310 315 320 

Phe Gly Gly Trp Ser Gly Ala Gly Ala Gly Gly Val Arg Pro Pro Phe 
325 330 335 

<210> 11 

<211> 870 

<212> DNA 

<213> Oryza sativa 

<220> 

<223> G3407 
<400> 11 

tcatgagaac ggtggcctcc cgacgccggc gccaggccag ccggcgtggc cgtccaccgg 60 

cattggcggc atcccgaacg gcatgttgaa gaacgggagc ccaccggtgg cggcgccgcc 120 

cgacggatca acgcctaatg gtggcatgcc gccgctgccg ccgccgccct ggtcgctccc 180 

tgccggcgcc ggggggacca cctcgtcgcc gtcctcgagc ggcagcctct cgtacgccac 240 

gttgctgaac gacgcggcga cgacgacgac gggccccgcc gcgatgagcg cgccggcgac 3 00 

gctgccaccg acgacctgcc cctgcccgcc ggcgaggaac gcggcgaggc tggtggcgcc 360 

cggcggcgcg ggcgggggca ggaaggagcc cgcgagggag agtatctcga acctgccgtg 420 
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cagcgtcgcc accgccggcg aggccggccc gggctgcgcc gactgcggct gccggagcgt 4 80 

gacgttcgcc actgtccccg ccgccgagag cacgcacacc ccgcgctgcc ggcggcgcgc 54 0 

gtacgccgtc agcgcctcga acacatcgca accggcggct acctcgagga tatgcgccct 600 

gagcgcgttg gcgctctccc tggtgatgat caccggcggc ttgggcttgt tcttggagcc 660 

cggcgggcgg ccgcgggggc ggcgagcgac gacctcgccg ccgccgatcc cggcgccacc 72 0 

ggccgtgctg ctgggcccgc cgccaccgcc gctccccggc gagaggtcgt cgtggccgcc 780 

gtcgtcggag ccggcgccgc catcgtcgtg gcggagatgc agtgattggt ggtggtggag 84 0 

gtagctggtg cccaaatcaa ggcctgccat 870 

<210> 12 

<211> 289 

<212> PRT 

<213> Oryza sativa 

<220> 

<223> G3407 polypeptide 
<400> 12 

Met Ala Gly Leu Asp Leu Gly Thr Ser Tyr Leu His His His Gin Ser 
15 10 15 

Leu His Leu Arg His Asp Asp Gly Gly Ala Gly Ser Asp Asp Gly Gly 
20 25 30 

His Asp Asp Leu Ser Pro Gly Ser Gly Gly Gly Gly Gly Pro Ser Ser 
35 40 45 

Thr Ala Gly Gly Ala Gly He Gly Gly Gly Glu Val Val Ala Arg Arg 
50 55 60 

Pro Arg Gly Arg Pro Pro Gly Ser Lys Asn Lys Pro Lys Pro Pro Val 
65 70 75 80 

He He Thr Arg Glu Ser Ala Asn Ala Leu Arg Ala His He Leu Glu 
85 90 95 

Val Ala Ala Gly Cys Asp Val Phe Glu Ala Leu Thr Ala Tyr Ala Arg 

100 105 110 

Arg Arg Gin Arg Gly Val Cys Val Leu Ser Ala Ala Gly Thr Val Ala 
115 120 125 

Asn Val Thr Leu Arg Gin Pro Gin Ser Ala Gin Pro Gly Pro Ala Ser 
130 135 140 
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Pro Ala Val Ala Thr Leu His Gly Arg Phe Glu He Leu Ser Leu Ala 
145 150 155 160 



Gly Ser Phe Leu Pro Pro Pro Ala Pro Pro Gly Ala Thr Ser Leu Ala 
165 170 175 



Ala Phe Leu Ala Gly Gly Gin Gly Gin Val Val Gly Gly Ser Val Ala 
180 185 190 



Gly Ala Leu He Ala Ala Gly Pro Val Val Val Val Ala Ala Ser Phe 
195 200 205 



Ser Asn Val Ala Tyr Glu Arg Leu Pro Leu Glu Asp Gly Asp Glu Val 
210 215 220 



Val Pro Pro Ala Pro Ala Gly Ser Asp Gin Gly Gly Gly Gly Ser Gly 
225 230 235 240 



Gly Met Pro Pro Leu Gly Val Asp Pro Ser Gly Gly Ala Ala Thr Gly 
245 250 255 



Gly Leu Pro Phe Phe Asn Met Pro Phe Gly Met Pro Pro Met Pro Val 
260 265 270 



Asp Gly His Ala Gly Trp Pro Gly Ala Gly Val Gly Arg Pro Pro Phe 
275 280 285 



Ser 



<210> 13 

<211> 1344 

<212> DNA 

<213> Glycine max 

<220> 

<223> G3456 
<400> 13 

catctccctc cgatcttaat ttcttccata taacgagaga gagagagaga gttaattagt 60 

tttcctgcaa cttcaacttt tgttatggcc aaccggtggt ggaccgggtc ggtgggtcta 120 

gagaactctg gccactcgat gaaaaaaccg gatctggggt tttccatgaa cgagagtacg 180 

gtgacgggga accatatagg agaagaagat gaggacagag aaaacagcga cgagccaaga 24 0 

gagggagcta ttgacgtcgc caccacgcgc cgccctaggg gacgtccacc gggctccaga 300 

aacaagccga aaccgccgat attcgtcacc cgagacagcc ctaacgcgct gcggagccac 360 
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gtcatggaga ttgccgtcgg agccgacatc gccgactgcg tggcgcagtt cgctcggagg 420 

cgccagcgcg gggtttccat tctcagcggc agcgggaccg tcgtcaacgt caatctccgg 480 

caacccacgg cacccggcgc cgtcatggcg ctccacggcc gcttcgacat cctctccctc 540 

accggctcct ttctccctgg gccgtcccct cccggcgcca ccgggctcac aatctacctc 600 

gccggaggcc aggggcagat cgtcggcggc gaagtggtgg gcccactcgt ggcggcgggc 660 

cccgtattgg taatggcggc tactttttcc aatgctacgt atgaaagatt gcctttagag 720 

gatgatgatc aggaacaaca cggcggcgga ggcggaggag gttcgccgca ggaaaaaaac 780 

gggggtcccg gcgaggcgtc gtcgtcgatt tcggtttata acaataatgt tcctccgagt 840 

ttaggtcttc cgaatgggca acatctgaac catgaagctt attcttctcc ttggggtcat 900 

tctcctcatg ccagacctcc tttctaatta ttgaacgtgc tacatggcaa caattaatat 960 

attattatag aaggatcata tcataatatt atgatatgag taagttaatt aattagctcg 1020 

agacttgatt tatataataa taataataat gatatgatat gctattaatc atagtgtatt 1080 

tgtatattta atttactgca accgcttccg atctggtctc accttaataa gcaacctgca 1140 

cagtggccat gggcgttgct tctttctgta atttcttgag tgacttttta gttttctatc 1200 

actctagcca tgtctgcttc tttctttttt tatttggctc aagtatgtct gcttctattt 1260 

ccttcctttc tactgttgtt cttgcacaag aaagggactg gactagacta gactgccgaa 1320 

aaacaatact attaaatata ttaa 1344 

<210> 14 

<211> 280 

<212> PRT 

<213> Glycine max 

<220> 

<223> G3456 polypeptide 
<400> 14 

Met Ala Asn Arg Trp Trp Thr Gly Ser Val Gly Leu Glu Asn Ser Gly 
15 10 15 

His Ser Met Lys Lys Pro Asp Leu Gly Phe Ser Met Asn Glu Ser Thr 
20 25 30 

Val Thr Gly Asn His He Gly Glu Glu Asp Glu Asp Arg Glu Asn Ser 
35 40 45 

Asp Glu Pro Arg Glu Gly Ala He Asp Val Ala Thr Thr Arg Arg Pro 
50 55 60 
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Arg Gly Arg Pro Pro Gly Ser Arg Asn Lys Pro Lys Pro Pro lie Phe 
65 70 75 80 



Val Thr Arg Asp Ser Pro Asn Ala Leu Arg Ser His Val Met Glu lie 
85 90 95 



Ala Val Gly Ala Asp lie Ala Asp Cys Val Ala Gin Phe Ala Arg Arg 
100 105 110 



Arg Gin Arg Gly Val Ser lie Leu Ser Gly Ser Gly Thr Val Val Asn 
115 120 125 



Val Asn Leu Arg Gin Pro Thr Ala Pro Gly Ala Val Met Ala Leu His 
130 135 140 



Gly Arg Phe Asp lie Leu Ser Leu Thr Gly Ser Phe Leu Pro Gly Pro 
145 150 155 160 



Ser Pro Pro Gly Ala Thr Gly Leu Thr lie Tyr Leu Ala Gly Gly Gin 
165 170 175 



Gly Gin He Val Gly Gly Glu Val Val Gly Pro Leu Val Ala Ala Gly 
180 185 190 



Pro Val Leu Val Met Ala Ala Thr Phe Ser Asn Ala Thr Tyr Glu Arg 
195 200 205 



Leu Pro Leu Glu Asp Asp Asp Gin Glu Gin His Gly Gly Gly Gly Gly 
210 215 220 



Gly Gly Ser Pro Gin Glu Lys Asn Gly Gly Pro Gly Glu Ala Ser Ser 
225 230 235 240 



Ser He Ser Val Tyr Asn Asn Asn Val Pro Pro Ser Leu Gly Leu Pro 
245 250 255 



Asn Gly Gin His Leu Asn His Glu Ala Tyr Ser Ser Pro Trp Gly His 
260 265 270 



Ser Pro His Ala Arg Pro Pro Phe 
275 280 



<210> 15 

<211> 1596 

<212> DNA 

<213> Glycine max 

<220> 
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<223> G3459 
<400> 15 



ctgtcgcgtg 


ggaaacaaat 


ggctgcattg 


tgagttcttt 


gtccccttca 


acctcatttc 


60 


aattctctct 


ctcccccatt 


cttacttcac 


ccgcgccccc 


tcccccgccc 


gctcccgtcc 


120 


cttttctttc 


tctgcactcc 


atctttcttt 


ccaaaaccca 


cccttttcta 


ttcctcttcc 


180 


tcttcctcct 


tttcccttct 


ttttatttcc 


ttacactcac 


aacatttccc 


ttaaaataaa 


240 


cataaacaaa 


ccagcactgt 


tcttgacccc 


caaaaaaaaa 


aaatctctac 


tatttattaa 


300 


ctatattaat 


tcctccataa 


tataatcatt 


tgttttcctt 


gttttctgtt 


ttctcttata 


360 


atatataacc 


ttcttttatc 


tattttttct 


gttttgcacc 


ttgtgattgt 


gagttatatc 


420 


tatttatatt 


tatatatcat 


tctctctctt 


ttttttggat 


gtgtctatgg 


ctggtttgga 


480 


tttaggaagc 


gcctcacgct 


ttgttcaaaa 


ccttcacaga 


ccagacttgc 


acttgcaaca 


540 


aaatttccag 


cagcaccagg 


accagcagca 


ccagcgtgat 


ttggaggagc 


agaaaactcc 


600 


tccgaatcac 


agaatggggg 


cgccgttcga 


cgatgatagc 


gatgatagaa 


gcccgggcct 


660 


ggagctcact 


tcaggtcctg 


gcgacatcgt 


cggacggcgc 


ccgcgtggca 


ggcctcctgg 


720 


gtcgaagaac 


aagcctaagc 


cgcccgtcat 


aatcacccgg 


gagagcgcca 


acacgctgag 


780 


ggcgcacatc 


ctcgaggtcg 


gaagcggctc 


cgacgtcttc 


gactgtgtca 


ccgcgtatgc 


840 


ccggcggcgc 


cagcgtggga 


tctgcgtcct 


cagtggcagc 


ggcaccgtca 


ccaatgtcag 


900 


tctccggcag 


cctgcagctg 


ccggtgccgt 


cgtcacgctg 


cacggcaggt 


tcgagattct 


960 


ctccctctct 


ggctcgttcc 


tcccgccgcc 


ggctccgccg 


ggagccacca 


gcctcacaat 


1020 


ctacctggcc 


ggcgggcagg 


ggcaggttgt 


cggaggaaac 


gtcatcggag 


aattaaccgc 


1080 


agcagggcca 


gtaatcgtca 


tcgcagcgtc 


gttcaccaac 


gtggcttacg 


sgaggttacc 


1140 


cttagaagaa 


gatgaacaac 


agcagcaaca 


acagcagctt 


cagattcagc 


cacctgcaac 


1200 


gacgtcgtct 


caaggaaaca 


acaacaacaa 


taaccctttc 


cccgaccctt 


cttcaggact 


1260 


tcccttcttc 


aatttaccac 


tcaatatgca 


gaatgttcag 


ttaccagttg 


agggttgggc 


1320 


tgtaaaccct 


gcttcacgtc 


cacaaccttt 


ttgagagttc 


atgaagatgt 


tgacggagga 


1380 


tttatatcac 


aaaaggcttt 


atattatttt 


aaggtcagca 


aattaatatt 


catggactac 


1440 


aacatatata 


taaactatat 


gttttttctt 


cttcttcatg 


ttattttgtt 


tttttcttat 


1500 


gttgttaatg 


gatataatat 


gacatgataa 


ttattatgta 


gtctgatttt 


catctccttg 


1560 


gaattttata 


tacttatttc 


ccctgttaaa 


aaaaaa 






1596 



<210> 16 

<211> 295 

<212> PRT 

<213> Glycine max 
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<220> 

<223> G3459 polypeptide 
<400> 16 

Met Ala Gly Leu Asp Leu Gly Ser Ala Ser Arg Phe Val Gin Asn Leu 
15 10 15 

His Arg Pro Asp Leu His Leu Gin Gin Asn Phe Gin Gin His Gin Asp 
20 25 30 



Gin Gin His Gin Arg Asp Leu Glu Glu Gin Lys Thr Pro Pro Asn His 
35 40 45 

Arg Met Gly Ala Pro Phe Asp Asp Asp Ser Asp Asp Arg Ser Pro Gly 
50 55 60 



Leu Glu Leu Thr Ser Gly Pro Gly Asp lie Val Gly Arg Arg Pro Arg 
65 70 75 80 

Gly Arg Pro Pro Gly Ser Lys Asn Lys Pro Lys Pro Pro Val lie lie 

85 90 95 



Thr Arg Glu Ser Ala Asn Thr Leu Arg Ala His lie Leu Glu Val Gly 
100 105 110 



Ser Gly Ser Asp Val Phe Asp Cys Val Thr Ala Tyr Ala Arg Arg Arg 
115 120 125 

Gin Arg Gly lie Cys Val Leu Ser Gly Ser Gly Thr Val Thr Asn Val 
130 135 140 

Ser Leu Arg Gin Pro Ala Ala Ala Gly Ala Val Val Thr Leu His Gly 
145 150 155 160 

Arg Phe Glu lie Leu Ser Leu Ser Gly Ser Phe Leu Pro Pro Pro Ala 
165 170 175 



Pro Pro Gly Ala Thr Ser Leu Thr lie Tyr Leu Ala Gly Gly Gin Gly 
180 185 190 



Gin Val Val Gly Gly Asn Val lie Gly Glu Leu Thr Ala Ala Gly Pro 
195 200 205 



Val lie Val lie Ala Ala Ser Phe Thr Asn Val Ala Tyr Glu Arg Leu 
210 215 220 
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Pro Leu Glu Glu Asp Glu Gin Gin Gin Gin Gin Gin Gin Leu Gin lie 
225 230 235 240 



Gin Pro Pro Ala Thr Thr Ser Ser Gin Gly Asn Asn Asn Asn Asn Asn 
245 250 255 

Pro Phe Pro Asp Pro Ser Ser Gly Leu Pro Phe Phe Asn Leu Pro Leu 
260 265 270 

Asn Met Gin Asn Val Gin Leu Pro Val Glu Gly Trp Ala Val Asn Pro 
275 280 285 

Ala Ser Arg Pro Gin Pro Phe 
290 295 

<210> 17 

<211> 1443 

<212> DNA 

<213> Glycine max 

<220> 

<223> G3460 
<400> 17 

tttccaaaac ccaccctttt ctattcctct tcctgctttt cccttctttt tatttccaca 60 

cactcacacc acttccctta aaataaacat aaacaaacca atactgttct tgacccaaaa 12 0 

aaaaaattat ctactattta ttaactatat ttctccatat tataatcatt tgtattcctt 180 

gttttctatg cttctcttat aatatataac cttcgtttta tttatttttt ttgttttgca 240 

ccttgtggat tgtgagctat atctatttat atatatcatt ctctttcttt ttttttggat 300 

gtttctatgg ctggtttgga tttaggaagc gcgtcacgct ttgttcagaa tcttcactta 360 

ccggacttgc acttgcaaca aaattaccag caaccccggc acaagcgcga ttcggaggag 42 0 

caagagactc ctccgaaccc gggaacagcg ctggcgccgt tcgacaacga tgatgacaaa 480 

agccagggct tggagctggc ttcaggccct ggggacatcg ttggacggcg cccacgcggc 540 

agaccttccg ggtccaagaa caagccgaag ccaccggtga taatcacccg ggagagcgcc 600 

aacacgctga gggcgcacat tctcgaggta ggaagcggct ccgacgtctt cgactgtgtc 660 

accgcttatg cgcggcggcg ccagcgcggg atctgcgtcc tcagcggcag tggcaccgtc 72 0 

accaatgtca gtctccggca gcctgcggct gccggagccg tcgtcaggct gcacggaagg 780 

ttcgagattc tctctctctc cggctcgttc ctcccgccgc cggctccgcc gggagccacc 840 

agtctcacaa tctacctcgc cggcgggcag ggccaggtcg tcggaggaaa cgtcgtggga 900 

gaattaaccg cggcagggcc agtaatcgtc atcgcagcat cgttcaccaa cgtggcttac 960 

gagaggctcc ccttagaaga agatgaacag cagcatcaac agcttcagat tcagtcaccc 102 0 
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gcagcgacgt catctcaagg aaacaacaac aataaccctt tccctgaccc ttcttcagga 1080 
cttcccttct tcaacttacc actcaatatg cagaatgttc agttaccacc tttttgaggg 1140 
ttcatgaatc tgataatatg agactgatga agatcatgtt gatggaggat ttatcaccaa 1200 
agggtttata ttattataag gtcagcaaat attcatggac tagaacatat atataaacta 1260 
tatgttcttc ttcttcttgt tagtatgttt tttttttctt ctgttgttaa tgggtatcgt 1320 
tatgatagga catgattatt attattatgt agcgagtttc agtctgactc tcatgtcttt 1380 
gggattttat ttacttattt cccttgtcca ttattagaat atggaaccct gtattattta 1440 
att 

<210> 18 
<211> 276 
<212> PRT 
<213> Glycine max 

<220> 

<223> G3460 polypeptide 
<400> 18 

Met Ala Gly Leu Asp Leu Gly Ser Ala Ser Arg Phe Val Gin Asn Leu 
15 10 15 

His Leu Pro Asp Leu His Leu Gin Gin Asn Tyr Gin Gin Pro Arg His 
20 25 30 

Lys Arg Asp Ser Glu Glu Gin Glu Thr Pro Pro Asn Pro Gly Thr Ala 
35 40 45 

Leu Ala Pro Phe Asp Asn Asp Asp Asp Lys Ser Gin Gly Leu Glu Leu 
50 55 60 

Ala Ser Gly Pro Gly Asp He Val Gly Arg Arg Pro Arg Gly Arg Pro 
65 70 75 80 

Ser Gly Ser Lys Asn Lys Pro Lys Pro Pro Val He He Thr Arg Glu 
85 90 95 

Ser Ala Asn Thr Leu Arg Ala His He Leu Glu Val Gly Ser Gly Ser 
100 105 110 

Asp Val Phe Asp Cys Val Thr Ala Tyr Ala Arg Arg Arg Gin Arg Gly 
115 120 125 

He Cys Val Leu Ser Gly Ser Gly Thr Val Thr Asn Val Ser Leu Arg 
130 135 140 
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Gin Pro Ala Ala Ala Gly Ala Val Val Arg Leu His Gly Arg Phe Glu 
145 150 155 160 



lie Leu Ser Leu Ser Gly Ser Phe Leu Pro Pro Pro Ala Pro Pro Gly 
165 170 175 



Ala Thr Ser Leu Thr lie Tyr Leu Ala Gly Gly Gin Gly Gin Val Val 
180 185 190 



Gly Gly Asn Val Val Gly Glu Leu Thr Ala Ala Gly Pro Val lie Val 
195 200 205 



lie Ala Ala Ser Phe Thr Asn Val Ala Tyr Glu Arg Leu Pro Leu Glu 
210 215 220 



Glu Asp Glu Gin Gin His Gin Gin Leu Gin lie Gin Ser Pro Ala Ala 
225 230 235 240 



Thr Ser Ser Gin Gly Asn Asn Asn Asn Asn Pro Phe Pro Asp Pro Ser 
245 250 255 



Ser Gly Leu Pro Phe Phe Asn Leu Pro Leu Asn Met Gin Asn Val Gin 
260 265 270 



Leu Pro Pro Phe 
275 



<210> 19 

<211> 1005 

<212> DNA 

<213> Oryza sativa 

<220> 

<223> G3408 
<400> 19 

ttagtacggc ggcggcggcg gcgggtgcgg cgtacgagcc ggcggcggcc acatcacctc 60 

ctgtggctga gggtggcagg cgtacatggg cgcgccgcat ggctccaccg gctgtgctgc 120 

tgagacggcg gcggctgctg acaggtgcgg tggcggccgt cgaagttggc gcggttcttg 180 

cggctcaggt ttgtgctggt ggccccggtg ttcgtccgcg tcgccgctgc cggagagtga 240 

caccgagacg gacaccgacg cgtcgtcgtc ggcggggagg cggtggaagg tggggttggt 3 00 

gaaggcggcg gcgacgacca cgacggtggt cgcggcgtag agcgggcctg ccacggcccc 3 60 

gccgacgatc tggccgtgcg ggccggcgag cgagatggag aggcccgcgg cggcgaccgc 420 

ggcctggggc gccacggagg acatggccgg aggcaggaac gtggccgaca gggagaggat 480 
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ctcgtaccgg ccgtggaaca cgatcgcagc cggagctgag cccgggaccc cgggtgacgg 54 0 

gtggcggagc gacacgttgg cgaccgcgcc ggtgccggcg agcacgcaga tcccgaggtt 600 

ccgacggctc gagaaccgcg cgagcgcctc cgcgacgtcc cgcccgccgg ggatctcgat 660 

cacgtgcggc cgcatcgccg ccgccggctc cgcctcccgc gtgatcacca cgggcggctt 720 

cggcttgttc ttggaccccg gcggcctccc cctcctcttc ttcgccacct cgatgctcgc 780 
cccatccccg ccaccaacaa cgaccagctg cccactcccg ctccccacgg catccttcat 
ctcgccgcca ctcccgcggc tgtccacctc gtcggagaag cactccacca gctgctgctg 

ctgctgctgc tgaggcagcg gcggcgtcgc gaaccgtatc cccgccatgt cgtcccgttc 960 

ttggtacatg ctctccttgt tcatgtccct ctcgcagaac gacat 1005 

<210> 20 

<211> 334 

<212> PRT 

<213> Oryza sativa 

<220> 

<223> G3408 polypeptide 
<400> 20 

Met Ser Phe Cys Glu Arg Asp Met Asn Lys Glu Ser Met Tyr Gin Glu 
15 10 15 

Arg Asp Asp Met Ala Gly lie Arg Phe Ala Thr Pro Pro Leu Pro Gin 
20 25 30 

Gin Gin Gin Gin Gin Gin Leu Val Glu Cys Phe Ser Asp Glu Val Asp 
35 40 45 

Ser Arg Gly Ser Gly Gly Glu Met Lys Asp Ala Val Gly Ser Gly Ser 
50 55 60 

Gly Gin Leu Val Val Val Gly Gly Gly Asp Gly Ala Ser lie Glu Val 
65 70 75 80 

Ala Lys Lys Arg Arg Gly Arg Pro Pro Gly Ser Lys Asn Lys Pro Lys 
85 90 95 

Pro Pro Val Val lie Thr Arg Glu Ala Glu Pro Ala Ala Ala Met Arg 
100 105 110 

Pro His Val lie Glu lie Pro Gly Gly Arg Asp Val Ala Glu Ala Leu 
115 120 125 
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Ala Arg Phe Ser Ser Arg Arg Asn Leu Gly lie Cys Val Leu Ala Gly 
130 135 140 



Thr Gly Ala Val Ala Asn Val Ser Leu Arg His Pro Ser Pro Gly Val 
145 150 155 160 



Pro Gly Ser Ala Pro Ala Ala lie Val Phe His Gly Arg Tyr Glu lie 
165 170 175 



Leu Ser Leu Ser Ala Thr Phe Leu Pro Pro Ala Met Ser Ser Val Ala 
180 185 190 



Pro Gin Ala Ala Val Ala Ala Ala Gly Leu Ser lie Ser Leu Ala Gly 
195 200 205 



Pro His Gly Gin lie Val Gly Gly Ala Val Ala Gly Pro Leu Tyr Ala 
210 215 220 



Ala Thr Thr Val Val Val Val Ala Ala Ala Phe Thr Asn Pro Thr Phe 
225 230 235 240 



His Arg Leu Pro Ala Asp Asp Asp Ala Ser Val Ser Val Ser Val Ser 
245 250 255 



Leu Ser Gly Ser Gly Asp Ala Asp Glu His Arg Gly His Gin His Lys 
260 265 270 



Pro Glu Pro Gin Glu Pro Arg Gin Leu Arg Arg Pro Pro Pro His Leu 
275 280 285 



Ser Ala Ala Ala Ala Val Ser Ala Ala Gin Pro Val Glu Pro Cys Gly 
290 295 300 



Ala Pro Met Tyr Ala Cys His Pro Gin Pro Gin Glu Val Met Trp Pro 
305 310 315 320 



Pro Pro Ala Arg Thr Pro His Pro Pro Pro Pro Pro Pro Tyr 
325 330 



<210> 21 

<211> 801 

<212> DNA 

<213> Oryza sativa 

<220> 

<223> G3403 
<400> 21 

atgggcttgc cggagcagcc gtccggctcg tcgggcccca aggcggagct cccggtggcc 
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aagga^ccgg aggcgagccc gacggggggc gcggcggcgg accacgccga cgagaacaac 12 0 

gaatccggcg gcggcgagcc gcgggagggc gccgtggtgg cggcgcccaa ccggcgcccc 180 

cgcggccgcc cgccgggctc caagaacaag ccgaagccgc ccatcttcgt gacgcgcgac 240 

agccccaacg cgctgcgcag ccacgtcatg gaggtggccg gcggcgccga cgtcgccgac 300 

gccatcgcgc agttctcgcg ccgccgccag cgcggcgtct gcgtgctcag cggcgccggg 360 

acggtcgcca acgtcgcgct gcgccagccg tcggcgcccg gcgccgtcgt cgccctgcac 42 0 

ggccgcttcg agatcctctc cctcaccggc accttcctcc ccggcccggc gcctccgggc 480 

tccacggggc tcaccgtcta cctcgccggc ggccagggcc aggttgtcgg cggcagcgtc 540 

gtggggtcgc tcatcgccgc gggcccggtc atggtgatcg cgtccacgtt cgccaacgcc 600 

acctacgagc gcctgccatt ggaggaagaa gaggagggct caggcccgcc catgcccggc 660 

ggcgccgagc ccctcatggc cggcggccac ggcatcgccg acccttcggc gctgccaatg 720 

ttcaacctgc cgccgagcaa cgggctcggc ggcggcggcg acggtttccc atgggcggcg 7 80 

cacccccgcc caccgtactg a 801 

<210> 22 

<211> 266 

<212> PRT 

<213> Oryza sativa 

<220> 

<223> G3403 polypeptide 
<400> 22 

Met Gly Leu Pro Glu Gin Pro Ser Gly Ser Ser Gly Pro Lys Ala Glu 
15 10 15 

Leu Pro Val Ala Lys Glu Pro Glu Ala Ser Pro Thr Gly Gly Ala Ala 
20 25 30 

Ala Asp His Ala Asp Glu Asn Asn Glu Ser Gly Gly Gly Glu Pro Arg 
35 40 45 

Glu Gly Ala Val Val Ala Ala Pro Asn Arg Arg Pro Arg Gly Arg Pro 
50 55 60 

Pro Gly Ser Lys Asn Lys Pro Lys Pro Pro lie Phe Val Thr Arg Asp 
65 70 75 80 

Ser Pro Asn Ala Leu Arg Ser His Val Met Glu Val Ala Gly Gly Ala 
85 90 95 
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Asp Val Ala Asp Ala lie Ala Gin Phe Ser Arg Arg Arg Gin Arg Gly 
100 105 110 



Val Cys Val Leu Ser Gly Ala Gly Thr Val Ala Asn Val Ala Leu Arg 
115 120 125 



Gin Pro Ser Ala Pro Gly Ala Val Val Ala Leu His Gly Arg Phe Glu 
130 135 140 



lie Leu Ser Leu Thr Gly Thr Phe Leu Pro Gly Pro Ala Pro Pro Gly 
145 150 155 160 



Ser Thr Gly Leu Thr Val Tyr Leu Ala Gly Gly Gin Gly Gin Val Val 
165 170 175 



Gly Gly Ser Val Val Gly Ser Leu lie Ala Ala Gly Pro Val Met Val 
180 185 190 



lie Ala Ser Thr Phe Ala Asn Ala Thr Tyr Glu Arg Leu Pro Leu Glu 
195 200 205 



Glu Glu Glu Glu Gly Ser Gly Pro Pro Met Pro Gly Gly Ala Glu Pro 
210 215 220 



Leu Met Ala Gly Gly His Gly lie Ala Asp Pro Ser Ala Leu Pro Met 
225 230 235 240 



Phe Asn Leu Pro Pro Ser Asn Gly Leu Gly Gly Gly Gly Asp Gly Phe 
245 250 255 



Pro Trp Ala Ala His Pro Arg Pro Pro Tyr 
260 265 



<210> 23 

<211> 1153 

<212> DNA 

<213> Glycine max 

<220> 

<223> G3458 
<400> 23 

tcgcccacgc gtccgtacgg ctgcgagaag acgacagaag gggccacttt atttgtctct 60 
ctctttccct tccaacctca tcccattccg ttttctctgc agtactcaat tgatcccttt 120 
gtttttctat tcgttctgag agctttgtgt gtatggccgg catagacttg ggttcagcat 180 
cacattttgt tcatcatcgc cttgaacgcc ctgaccttga agacgatgag aaccaacaag 240 
accaagacaa caaccttaac aatcacgaag ggcttgacct agttacacca aattcaggtc 300 
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ctggtgatgt 


tgttggtcgc 


aggccaagag gaagacctcc 


aggcccaa.a.y 


a -3 a a r^f a a 
d w. V* dciy w 0.0. 


360 


aaccaccagt 


tatcatcaca 


a.ya'y«y »-y "-y 


caaacaccc t 


C ay y y ^ a 




420 


ttagtagtgg 


ttgtgacgtc 


h t" t" era a t cacr 


tcgctaccta 


cgcaaggaay 


wy dw.dddvjdy 


480 


ggatctgtgt 


cctcagtggg 


dy ^yy»-'^*-'^y 


1"aar'caacat 


ga.ca.u. t.y dgy 


r* a err* r* Cf a rr* CI 


540 


cggctggtgc 


cgtcgtcacg 


r* t" a r* a r* CI Q a a 


ggtttgagat 


c c u c t. c t. L. ug 


a n<T a ^ a t" 
L.v.«dyydL.odc 


600 


tcctcccacc 


tccagctcca 


(^^ciyy L.y ^ ^o. 


r'aaat" ttaac 


L.ycyuL.^^v-'L.u 


nrtf" frna ooa r* 

yy »-yy ciyy 


660 


agggtcaagt 


ggtgggagga 




crtcctttaat 

^ ^ w ^ W 


ggccccuggg 


cc uy u UdU L.y 


720 


ttattgcttc 


atcttttact 


-a -a i-ni- arTr»a t" 
act cy L-ciy *—ei c 


a t cr acr aaa ti t 


gccc ucggat 


/^aarra^fTaat" 
y ddy dL.y ddL. 


780 


ctatgcagat 


gcaacaaggg 






cagcggcgac 


cauggcgy uy 


840 


gagttagtaa 


taactctttt 


ccacratcccrt 


cttccgggct 


^<^^a^^^^t*r' 

uccauucuuc^ 




900 


taaacatgcc 


tcagttacct 


gttgatggtt 


gggctggcaa 




aggcaatctt 


960 


actgatccag 


agtctttggg 


ggcacaaagg 


tgagaagttg 


aattgatctc 


atatatattg 


1020 


gtcttctcta 


atctttcctc 


tgaatattgc 


ttgtgaagaa 


gtactgattt 


ttctattgaa 


1080 


gaaatcgttt 


gtttggctag 


gtttgttgta 


aggacgatca 


gtttctagga 


acaactgtaa 


1140 


aacgttttct 


ctt 










1153 



<210> 24 

<211> 270 

<212> PRT 

<213> Glycine max 

<220> 

<223> G3458 polypeptide 
<400> 24 

Met Ala Gly He Asp Leu Gly Ser Ala Ser His Phe Val His His Arg 
15 10 15 

Leu Glu Arg Pro Asp Leu Glu Asp Asp Glu Asn Gin Gin Asp Gin Asp 
20 25 30 

Asn Asn Leu Asn Asn His Glu Gly Leu Asp Leu Val Thr Pro Asn Ser 
35 40 45 

Gly Pro Gly Asp Val Val Gly Arg Arg Pro Arg Gly Arg Pro Pro Gly 
50 55 60 

Ser Lys Asn Lys Pro Lys Pro Pro Val He He Thr Arg Glu Ser Ala 
65 70 75 80 
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Asn Thr 



Leu Arg Ala 
85 



MBI0034CIP . ST25 . txt 
His lie Leu Glu Val Ser Ser Gly Cys Asp Val 
90 95 



Phe Glu Ser Val Ala Thr Tyr Ala Arg Lys Arg Gin Arg Gly lie Cys 
100 105 110 

Val Leu Ser Gly Ser Gly Thr Val Thr Asn Val Thr Leu Arg Gin Pro 
115 120 125 

Ala Ala Ala Gly Ala Val Val Thr Leu His Gly Arg Phe Glu lie Leu 
130 135 140 

Ser Leu Ser Gly Ser Phe Leu Pro Pro Pro Ala Pro Pro Gly Ala Thr 
145 150 155 160 

Ser Leu Thr Val Phe Leu Gly Gly Gly Gin Gly Gin Val Val Gly Gly 
165 170 175 

Asn Val Val Gly Pro Leu Val Ala Ser Gly Pro Val lie Val lie Ala 
180 185 190 

Ser Ser Phe Thr Asn Val Ala Tyr Glu Arg Leu Pro Leu Asp Glu Asp 
195 200 205 

Glu Ser Met Gin Met Gin Gin Gly Gin Ser Ser Ala Gly Asp Gly Ser 
210 215 220 

Gly Asp His Gly Gly Gly Val Ser Asn Asn Ser Phe Pro Asp Pro Ser 
225 230 235 240 

Ser Gly Leu Pro Phe Phe Asn Leu Pro Leu Asn Met Pro Gin Leu Pro 
245 250 255 

Val Asp Gly Trp Ala Gly Asn Ser Gly Gly Arg Gin Ser Tyr 
260 265 270 

<210> 25 

<211> 918 

<212> DNA 

<213> Oryza sativa 

<220> 

<223> G3406 
<400> 25 

atggcaggtc tcgacctcgg caccgccgcg acgcgctacg tccaccagct ccaccacctc 60 

caccccgacc tccagctgca gcacagctac gccaagcagc acgagccgtc cgacgacgac 120 

cccaacggca gcggcggcgg cggcaacagc aacggcgggc cgtacgggga ccatgacggc 180 
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gggtcctcgt cgtcaggtcc tgccaccgac ggcgcggtcg gcgggcccgg cgacgtggtg 24 0 

gcgcgccggc cgcgggggcg cccgcctggc tccaagaaca agccgaagcc gccggtgatc 300 

atcacgcggg agagcgccaa cacgctgcgc gcccacatcc tggaggtcgg gagcggctgc 3 60 

gacgtgttcg agtgcgtctc cacgtacgcg cgccggcggc agcgcggcgt gtgcgtgctg 420 

^gcggcagcg gcgtggtcac caacgtgacg ctgcgtcagc cgtcggcgcc cgcgggcgcc 4 80 

gtcgtgtcgc tgcacgggag gttcgagatc ctgtcgctct cgggctcctt cctcccgccg 54 0 

ccggctcccc ccggcgccac cagcctcacc atcttcctcg ccgggggcca gggacaggtc 600 

gtcggcggca acgtcgtcgg cgcgctctac gccgcgggcc cggtcatcgt catcgcggcg 660 

tccttcgcca acgtcgccta cgagcgcctc ccactggagg aggaggaggc gccgccgccg 72 0 

caggccggcc tgcagatgca gcagcccggc ggcggcgccg atgctggtgg catgggtggc 780 

gcgttcccgc cggacccgtc tgccgccggc ctcccgttct tcaacctgcc gctcaacaac 84 0 

atgcccggtg gcggcggctc acagctccct cccggcgccg acggccatgg ctgggccggc 900 

gcacggccac cgttctga 918 

<210> 26 

<211> 305 

<212> PRT 

<213> Oryza sativa 

<220> 

<223> G3406 polypeptide 
<400> 26 

Met Ala Gly Leu Asp Leu Gly Thr Ala Ala Thr Arg Tyr Val His Gin 
15 10 15 

Leu His His Leu His Pro Asp Leu Gin Leu Gin His Ser Tyr Ala Lys 
20 25 30 

Gin His Glu Pro Ser Asp Asp Asp Pro Asn Gly Ser Gly Gly Gly Gly 
35 40 45 

Asn Ser Asn Gly Gly Pro Tyr Gly Asp His Asp Gly Gly Ser Ser Ser 
50 55 60 

Ser Gly Pro Ala Thr Asp Gly Ala Val Gly Gly Pro Gly Asp Val Val 
65 70 75 80 

Ala Arg Arg Pro Arg Gly Arg Pro Pro Gly Ser Lys Asn Lys Pro Lys 
85 90 95 
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Pro Pro Val lie lie Thr Arg Glu Ser Ala Asn Thr Leu Arg Ala His 
100 105 110 



lie Leu Glu Val Gly Ser Gly Cys Asp Val Phe Glu Cys Val Ser Thr 
115 120 125 



Tyr Ala Arg Arg Arg Gin Arg Gly Val Cys Val Leu Ser Gly Ser Gly 
130 135 140 



Val Val Thr Asn Val Thr Leu Arg Gin Pro Ser Ala Pro Ala Gly Ala 
145 150 155 160 



Val Val Ser Leu His Gly Arg Phe Glu lie Leu Ser Leu Ser Gly Ser 
165 170 175 



Phe Leu Pro Pro Pro Ala Pro Pro Gly Ala Thr Ser Leu Thr lie Phe 
180 185 190 



Leu Ala Gly Gly Gin Gly Gin Val Val Gly Gly Asn Val Val Gly Ala 
195 200 205 



Leu Tyr Ala Ala Gly Pro Val lie Val, lie Ala Ala Ser Phe Ala Asn 
210 215 220 



Val Ala Tyr Glu Arg Leu Pro Leu Glu Glu Glu Glu Ala Pro Pro Pro 
225 230 235 240 



Gin Ala Gly Leu Gin Met Gin Gin Pro Gly Gly Gly Ala Asp Ala Gly 
245 250 255 



Gly Met Gly Gly Ala Phe Pro Pro Asp Pro Ser Ala Ala Gly Leu Pro 
260 265 270 



Phe Phe Asn Leu Pro Leu Asn Asn Met Pro Gly Gly Gly Gly Ser Gin 
275 280 285 



Leu Pro Pro Gly Ala Asp Gly His Gly Trp Ala Gly Ala Arg Pro Pro 
290 295 300 



Phe 
305 



<210> 27 

<211> 951 

<212> DNA 

<213> Oryza sativa 

<220> 
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<223> G3405 
<400> 27 





gccgyycggc 


Cciccy ccy y c 


u^cay yy l. 




^yy^ i» k^^wyy 


60 


cggcagctgc 


acgu u uccga 


g u agg u i: u gg 


uyy ua.y ucc 


t y g a.a.y a.y y ^ 


\^ wyyciL>^yciw 


120 


cjgccccgccg 


gcgagccgcg 


^Q^y ^ L. L.y uy 


^ i^y ^y y 


Ciy V^CLA \^ ciy 


cere tcftccfCTC 
^y ^ ^y y y 


180 


ttgcccttga. 


gccgccay ca 


ycucyucyuc 




ctyv^v^ywL.^yt^ 


a r*a rT'cir^CT t~ ^ 
ci^cL^^^y\->y L. 


240 




gccgccat ta 


ucaccacagg 


<^ a t-%/-> r^ri f^t^ 

cccdy ^(^y L.y 


y u^cLy ^y 


^ydv—yo-^^y^ i« 


3 00 


gccgccccicg 


accuggcccc 


ggccuccggc 


cagguctyacy 


y uy ciy ^f^\^^y 


i«yy^^L.v^^yy 


^ w w 


^ 9999 ^ 999 ^ 


99C9g9agga 


aygay ccygo, 


gagggagagt. 


d L. w u^y cta^^ 


CTCT C CT f~ CTCI a CT 

yy ^-*-y ^yy ay 


420 


cgca.a.cgd.cc 


gctcccbgcg 


acgcgggcug 


ccgca.ycy oy 


d^y L-r L.ciy L>y cL 


^yy "-y^^yy ^ 


480 

*X O V 




aCy CaaaCCC 


cycy c L.y ccy 


ycgt-cycycy 


cict.^y ^yy ^y ^ 


wy i» w L>i vy y c*. 


540 


y »■ t. y t Cy C cly 


ccy ccyy vjcci 


^^L.^^cLL.yci^ 


y t-ycy uccyy 


«y ^y ^y ^ ^yy 


v^y w wy w> ^ w ^ 


600 


yy Uy a. L.y d.uy 


accggcygcc 


ucyy c L. uy 1. 1. 


<^ ^ +~ f^c^ ^ 

t»u uyyciv— k^t^v-. 


y^-'^yyy^y 


^-.i^^^u-^yyyk^y 


660 


gcgcgtggcg 


ctctcgctcc 


cggcgccgtc 


cggcccgcca 


cccgaggggg 


gtaccagcgc 


720 


gaggtcaccg 


ccgtcaccac 


cgcttccatg 


gccgttgcca 


ctgttctcgt 


cgtcgtcgtg 


780 


gtcgcgcttg 


gtgccgcggc 


tgccgaagac 


acccggagtg 


ccgccgcctt 


ggtcatcctc 


840 


ggtcttgaga 


tgcagctggt 


gctgctgctg 


ctggagatgg 


tgatggaagt 


cgcgggtgtt 


900 


gaacggtgga 


ggaagatggt 


gaccgtgtat 


tgatgccgtg 


accggatcca 


t 


951 



<210> 28 

<211> 316 

<212> PRT 

<213> Oryza sativa 

<220> 

<223> G3405 polypeptide 
<400> 28 

Met Asp Pro Val Thr Ala Ser lie His Gly His His Leu Pro Pro Pro 
1 5 10 15 

Phe Asn Thr Arg Asp Phe His His His Leu Gin Gin Gin Gin His Gin 
20 25 30 

Leu His Leu Lys Thr Glu Asp Asp Gin Gly Gly Gly Thr Pro Gly Val 
35 40 45 

Phe Gly Ser Arg Gly Thr Lys Arg Asp His Asp Asp Asp Glu Asn Ser 
50 55 60 
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Gly Asn Gly His Gly Ser Gly Gly Asp Gly Gly Asp Leu Ala Leu Val 
65 70 75 80 

Pro Pro Ser Gly Gly Gly Pro Asp Gly Ala Gly Ser Glu Ser Ala Thr 
85 90 95 

Arg Arg Pro Arg Gly Arg Pro Ala Gly Ser Lys Asn Lys Pro Lys Pro 
100 105 110 

Pro lie lie lie Thr Arg Asp Ser Ala Asn Thr Leu Arg Thr His Val 
115 120 125 

Met Glu Val Ala Gly Gly Cys Asp He Ser Glu Ser He Thr Thr Phe 
130 135 140 

Ala Arg Arg Arg Gin Arg Gly Val Cys Val Leu Ser Gly Ala Gly Thr 
145 150 155 160 

Val Thr Asn Val Thr Leu Arg Gin Pro Ala Ser Gin Gly Ala Val Val 
165 170 175 

Ala Leu His Gly Arg Phe Glu He Leu Ser Leu Ser Gly Ser Phe Leu 
180 185 190 

Pro Pro Pro Ala Pro Pro Glu Ala Thr Gly Leu Thr Val Tyr Leu Ala 
195 200 205 

Gly Gly Gin Gly Gin Val Val Gly Gly Ser Val Val Gly Ala Leu Thr 
210 215 220 

Ala Ala Gly Pro Val Val He Met Ala Ala Ser Phe Ala Asn Ala Val 
225 230 235 240 

Tyr Glu Arg Leu Pro Leu Glu Asp Asp Glu Leu Leu Ala Ala Gin Gly 
245 250 255 

Gin Ala Asp Ser Ala Gly Leu Leu Ala Ala Gly Gin Gin Ala Ala Gin 
260 265 270 

Leu Ala Gly Gly Ala Val Asp Pro Ser Leu Phe Gin Gly Leu Pro Pro 
275 280 285 

Asn Leu Leu Gly Asn Val Gin Leu Pro Pro Glu Ala Ala Tyr Gly Trp 
290 295 300 

Asn Pro Gly Ala Gly Gly Gly Arg Pro Ala Pro Phe 
305 310 315 
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<210> 29 

<211> 969 

<212> DNA 

<213> Oryza sativa 

<220> 

<223> G3400 

<400> 29 



tcagaatggc 




tcrctcrccact 


\^ \^ y CIV.. v« y 




V- uyy u\_i-.yyy 




aaat tac tac 

^ 73 ^ 33 


t crc t cjc t" err* t~ 


cTCf t~ a cf c^a t" rr* 
yy u.ciy yo 


oa f^a t" cicfc*r*\' 
^civ^ciL.yyi.^^L.' 


f^r^a a rra 1~ a r^a 
^^ddy d Ud^d 


uy Q^.c-y dy dec 








^yy ^yy '-^cn— 


1^ u^ciy dy y ctV' 


*-g v-gdyy c uy 


^-yyyc^yc^y 




v# ^^^^^ ^ 


yy *-yyy^^yy 


u uyy ^ ^^y ^y ^ 


^y ^ d L. ^ y \^y 


ggaggggugg 


cggcggcagc 


•5 A n 


c tc tacct cc 

W W V* W \^ Im# Va> 


crcf a t" c t" f <** 




^dy dv^y 1^ L.^y 


L.dy di^yy ^du 


uyy cy aacga 


inn 
J> u u 




cL^^cicivjci^ ^y 


yvV^^^y^yyt^ 


rra ^ rra nr* ^ 
y dL.y dy w L.yy 


ccyy cCdCgc 


ucccgccgac 


ICO 


cacctacrccc 

w« \^ ^ 


t cr c f <7 CI n f crcr 

X y yy 


a era crcra a era r* 


ggtgaggccg 


ctgyoycuyy 


e"^ n 

gcggcgcggg 






civ^yy ^y^^^y 


u y dy y y d dy 




tggccgcgca 


tggtggcgac 


/I 0 0 
4 0 0 


caggctgccc 


gggggcgacg 


cgcctggctg 


gcggagcgcg 


acgttggcga 


cggcgccgcc 


540 


accgctgagc 


acggagacgc 


cgcggccgcg 


gcggcgcgcg 


aactcgcaga 


cgcactcgac 


600 


gatgtcggtt 


cccgcggcga 


cctcgaggac 


gtgggagtgg 


aacgcgttgg 


ggctgtcccg 


660 


cgtcacgatg 


atgggcggct 


tgggcttgtt 


cttggagccc 


agcggcctcc 


cgcgggggcg 


720 


ccgcatcggg 


ccacccgaac 


cgctgccgcc 


gccgctgtcc 


tccgccgcca 


ccatggccga 


780 


cgacgtcggg 


tggtccgatc 


ctaggtcggc 


gtccgcgccg 


gggctctcat 


ccggcgacag 


840 


catggaccgc 


tccgccttga 


cgtcacctgc 


cggggacagt 


ggctggtgct 


gctgcgcgcg 


900 


gagcatgtgt 


aggtagtgcg 


ccgccacgcc 


gccgccgcca 


ccgccgccgg 


tgggatccat 


960 


cccggccat 












969 



<2i0> 30 

<211> 322 

<212> PRT 

<213> Oryza sativa 

<220> 

<223> G3400 polypeptide 
<400> 30 

Met Ala Gly Met Asp Pro Thr Gly Gly Gly Gly Gly Gly Gly Val Ala 
15 10 15 

Ala His Tyr Leu His Met Leu Arg Ala Gin Gin His Gin Pro Leu Ser 
20 25 30 
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Pro Ala Gly Asp Val Lys Ala Glu Arg Ser Met Leu Ser Pro Asp Glu 
35 40 45 

Ser Pro Gly Ala Asp Ala Asp Leu Gly Ser Asp His Pro Thr Ser Ser 
50 55 60 

Ala Met Val Ala Ala Glu Asp Ser Gly Gly Gly Ser Gly Ser Gly Gly 
65 70 75 80 

Pro Met Arg Arg Pro Arg Gly Arg Pro Leu Gly Ser Lys Asn Lys Pro 
85 90 95 

Lys Pro Pro lie lie Val Thr Arg Asp Ser Pro Asn Ala Phe His Ser 
100 105 110 

His Val Leu Glu Val Ala Ala Gly Thr Asp He Val Glu Cys Val Cys 
115 120 125 

Glu Phe Ala Arg Arg Arg Gly Arg Gly Val Ser Val Leu Ser Gly Gly 
130 135 140 

Gly Ala Val Ala Asn Val Ala Leu Arg Gin Pro Gly Ala Ser Pro Pro 
145 150 155 160 

Gly Ser Leu Val Ala Thr Met Arg Gly Gin Phe Glu He Leu Ser Leu 
165 170 175 

Thr Gly Thr Val Leu Pro Pro Pro Ala Pro Pro Ser Ala Ser Gly Leu 
180 185 190 

Thr Val Phe Leu Ser Gly Gly Gin Gly Gin Val Val Gly Gly Ser Val 
195 200 205 

Ala Gly Gin Leu He Ala Ala Gly Pro Val Phe Leu Met Ala Ala Ser 
210 215 220 

Phe Ala Asn Ala Val Tyr Glu Arg Leu Pro Leu Asp Gly Glu Asp Pro 
225 230 235 240 

Glu Ala Glu Ala Ala Ala Ala Thr Pro Pro Gly Asp Ala Ala Gin Pro 
245 250 255 



Thr Gly Pro Pro Pro Pro Gin Gin Gin Pro Thr Ala Ser Gin Ser Ser 
260 265 270 
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Glu Val Thr Ala Gly Asp Gly Gly Gly Gly Gly Gly Leu Gly Met Tyr 
275 280 285 

Leu Gly Gly His Val Gly Ser Tyr Gin Gin Gin Gin Gin Gin Leu Pro 
290 295 300 

Gly Pro Gly Asp Asn Phe Gly Ser Trp Ser Gly Ser lie Arg Pro Pro 
305 310 315 320 

Pro Phe 

<210> 31 

<211> 987 

<212> DNA 

<213> Oryza sativa 

<220> 

<223> G3404 
<400> 31 



atggatccgg 


tgacggcggc 


ggcggcgcat 


gggggtgggc 


accaccacca 




6 0 


ggagcgccac 


cggtggcggc 


gttccaccac 


cacccgttcc 


accacggcgg 


cggggcgcac 


120 


tacccggcgg 


cgttccagca 


gtttcaggag 


gagcagcagc 


agcttgtggc 


ggcggcggcg 


180 


gcggctggtg 


ggatggcgaa 


gcaggagctg 


gtggatgaga 


gcaacaacac 


catcaacagc 


240 


ggcgggagca 


acgggagcgg 


cggggaggag 


cagaggcagc 


agtccgggga 


ggagcagcac 


300 


cagcaagggg 


cggcggcgcc 


ggtggtgatc 


cggcgtccca 


ggggccgccc 


cgccggctcc 


360 


aagaacaagc 


ccaagcctcc 


ggtcatcatc 


acgcgcgaca 


gcgccagcgc 


gctgcgggcg 


420 


cacgtcctcg 


aggtcgcctc 


cgggtgcgac 


ctcgtcgaca 


gcgtcgccac 


gttcgcgcgc 


480 


cgccgccagg 


tcggtgtctg 


cgtgctcagc 


gccaccggcg 


ccgtcaccaa 


cgtctccgtc 


540 


cggcagcccg 


gcgcgggccc 


cggcgccgtc 


gtcaacctca 


ccggccgctt 


cgacatcctc 


600 


tcgctgtccg 


gctccttcct 


cccgccgccg 


gcgcctccct 


ccgccaccgg 


cctcaccgtc 


660 


tacgtctccg 


gcggccaggg 


gcaggtcgtg 


ggcggcacgg 


tcgccggacc 


gctcatcgcc 


720 


gtcggccccg 


tcgtcatcat 


ggccgcctcg 


ttcgggaacg 


ccgcctacga 


gcgcctcccg 


780 


ctcgaggacg 


acgagccgcc 


gcagcacatg 


gcgggcggcg 


gccagtcctc 


gccgccgccg 


840 


ccgccgctgc 


cattaccacc 


acaccagcag 


ccgattcttc 


aagaccatct 


gccacacaac 


900 


ctgatgaacg 


gaatccacct 


ccccggcgac 


gccgcctacg 


gctggaccag 


cggcggcggc 


960 


ggcggcggcc 


gcgcggcgcc 


gtactga 








987 



<210> 32 
<211> 328 
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<212> PRT 

<213> Oryza sativa 

<220> 

<223> G3404 polypeptide 
<400> 32 

Met Asp Pro Val Thr Ala Ala Ala Ala His Gly Gly Gly His His His 
15 10 15 



His His His Phe Gly Ala Pro Pro Val Ala Ala Phe His His His Pro 
20 25 30 



Phe His His Gly Gly Gly Ala His Tyr Pro Ala Ala Phe Gin Gin Phe 
35 40 45 



Gin Glu Glu Gin Gin Gin Leu Val Ala Ala Ala Ala Ala Ala Gly Gly 
50 55 60 



Met Ala Lys Gin Glu Leu Val Asp Glu Ser Asn Asn Thr lie Asn Ser 
65 70 75 80 



Gly Gly Ser Asn Gly Ser Gly Gly Glu Glu Gin Arg Gin Gin Ser Gly 
85 90 95 



Glu Glu Gin His Gin Gin Gly Ala Ala Ala Pro Val Val lie Arg Arg 
100 105 110 



Pro Arg Gly Arg Pro Ala Gly Ser Lys Asn Lys Pro Lys Pro Pro Val 
115 120 125 



lie lie Thr Arg Asp Ser Ala Ser Ala Leu Arg Ala His Val Leu Glu 
130 135 140 



Val Ala Ser Gly Cys Asp Leu Val Asp Ser Val Ala Thr Phe Ala Arg 
145 150 155 160 



Arg Arg Gin Val Gly Val Cys Val Leu Ser Ala Thr Gly Ala Val Thr 
165 170 175 



Asn Val Ser Val Arg Gin Pro Gly Ala Gly Pro Gly Ala Val Val Asn 
180 185 190 



Leu Thr Gly Arg Phe Asp lie Leu Ser Leu Ser Gly Ser Phe Leu Pro 
195 200 205 



Pro Pro Ala Pro Pro Ser Ala Thr Gly Leu Thr Val Tyr Val Ser Gly 
210 215 220 
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Gly Gin Gly Gin Val Val Gly Gly Thr Val Ala Gly Pro Leu lie Ala 
225 230 235 240 



Val Gly Pro Val Val lie Met Ala Ala Ser Phe Gly Asn Ala Ala Tyr 
245 250 255 



Glu Arg Leu Pro Leu Glu Asp Asp Glu Pro Pro Gin His Met Ala Gly 
260 265 270 



Gly Gly Gin Ser Ser Pro Pro Pro Pro Pro Leu Pro Leu Pro Pro His 
275 280 285 



Gin Gin Pro lie Leu Gin Asp His Leu Pro His Asn Leu Met Asn Gly 
290 295 300 



lie His Leu Pro Gly Asp Ala Ala Tyr Gly Trp Thr Ser Gly Gly Gly 
305 310 315 320 



Gly Gly Gly Arg Ala Ala Pro Tyr 
325 



<210> 33 

<211> 870 

<212> DNA 

<213> Oryza sativa 

<220> 

<223> G3407 

<400> 33 



tcatgagaac 


ggtggcctcc 


cgacgccggc 


gccaggccag 


ccggcgtggc 


cgtccaccgg 


60 


cattggcggc 


atcccgaacg 


gcatgttgaa 


gaacgggagc 


ccaccggtgg 


cggcgccgcc 


120 


cgacggatca 


acgcctaatg 


gtggcatgcc 


gccgctgccg 


ccgccgccct 


ggtcgctccc 


180 


tgccggcgcc 


ggggggacca 


cctcgtcgcc 


gtcctcgagc 


ggcagcctct 


cgtacgccac 


240 


gttgctgaac 


gacgcggcga 


cgacgacgac 


gggccccgcc 


gcgatgagcg 


cgccggcgac 


300 


gctgccaccg 


acgacctgcc 


cctgcccgcc 


ggcgaggaac 


gcggcgaggc 


tggtggcgcc 


360 


cggcggcgcg 


ggcgggggca 


ggaaggagcc 


cgcgagggag 


agtatctcga 


acctgccgtg 


420 


cagcgtcgcc 


accgccggcg 


aggccggccc 


gggctgcgcc 


gactgcggct 


gccggagcgt 


480 


gacgttcgcc 


actgtccccg 


ccgccgagag 


cacgcacacc 


ccgcgctgcc 


ggcggcgcgc 


540 


gtacgccgtc 


agcgcctcga 


acacatcgca 


accggcggct 


acctcgagga 


tatgcgccct 


600 


gagcgcgttg 


gcgctctccc 


tggtgatgat 


caccggcggc 


ttgggcttgt 


tcttggagcc 


660 


cggcgggcgg 


ccgcgggggc 


ggcgagcgac 


gacctcgccg 
Page 37 


ccgccgatcc 


cggcgccacc 


720 
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ggccgtgctg ctgggcccgc cgccaccgcc gctccccggc gagaggtcgt cgtggccgcc 780 

gtcgtcggag ccggcgccgc catcgtcgtg gcggagatgc agtgattggt ggtggtggag 84 0 

gtagctggtg cccaaatcaa ggcctgccat 870 

<210> 34 

<211> 289 

<212> PRT 

<213> Oryza sativa 

<220> 

<223> G3407 polypeptide 
<400> 34 

Met Ala Gly Leu Asp Leu Gly Thr Ser Tyr Leu His His His Gin Ser 
15 10 15 

Leu His Leu Arg His Asp Asp Gly Gly Ala Gly Ser Asp Asp Gly Gly 
20 25 30 

His Asp Asp Leu Ser Pro Gly Ser Gly Gly Gly Gly Gly Pro Ser Ser 
35 40 45 

Thr Ala Gly Gly Ala Gly lie Gly Gly Gly Glu Val Val Ala Arg Arg 
50 55 60 

Pro Arg Gly Arg Pro Pro Gly Ser Lys Asn Lys Pro Lys Pro Pro Val 
65 70 75 80 

lie lie Thr Arg Glu Ser Ala Asn Ala Leu Arg Ala His lie Leu Glu 
85 90 95 

Val Ala Ala Gly Cys Asp Val Phe Glu Ala Leu Thr Ala Tyr Ala Arg 
100 105 110 

Arg Arg Gin Arg Gly Val Cys Val Leu Ser Ala Ala Gly Thr Val Ala 
115 120 125 

Asn Val Thr Leu Arg Gin Pro Gin Ser Ala Gin Pro Gly Pro Ala Ser 
130 135 140 

Pro Ala Val Ala Thr Leu His Gly Arg Phe Glu lie Leu Ser Leu Ala 
145 150 155 160 

Gly Ser Phe Leu Pro Pro Pro Ala Pro Pro Gly Ala Thr Ser Leu Ala 
165 170 175 
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Ala Phe Leu Ala Gly Gly Gin Gly Gin Val Val Gly Gly Ser Val Ala 
180 185 190 



Gly Ala Leu lie Ala Ala Gly Pro Val Val Val Val Ala Ala Ser Phe 
195 200 205 



Ser Asn Val Ala Tyr Glu Arg Leu Pro Leu Glu Asp Gly Asp Glu Val 
210 215 220 



Val Pro Pro Ala Pro Ala Gly Ser Asp Gin Gly Gly Gly Gly Ser Gly 
225 230 235 240 



Gly Met Pro Pro Leu Gly Val Asp Pro Ser Gly Gly Ala Ala Thr Gly 
245 250 255 



Gly Leu Pro Phe Phe Asn Met Pro Phe Gly Met Pro Pro Met Pro Val 
260 265 270 



Asp Gly His Ala Gly Trp Pro Gly Ala Gly Val Gly Arg Pro Pro Phe 
275 280 285 



Ser 



<210> 35 

<211> 1035 

<212> DNA 

<213> Glycine max 

<220> 

<223> G3462 
<400> 35 

acgaggagca acagcaacac taacgcgaac accaacacca acacgaccga ggaagaggtg 60 

agcagggata acggagagga ccagaaccaa aacctcggca gccacgaagg gtcggagccc 120 

ggaagcagcg gtcggaggcc acgtggcagg ccagcggggt ccaagaacaa gcccaagccg 180 

cccatagtca taattttttt aagccccaac gcgctccgaa gccacgtcct ggaaatcgcc 240 

tccggccgcg atgtcgccga gagcatcgcc gccttcgcca accgccgcca ccgtggcgtg 3 00 

tcggtcctca gcgggagtgg cattgtagcc aacgtcactc tccgccagcc cgccgccccc 360 

gccggcgtca taaccctcca cgggaggttc gagatactct ccctctcggg tgcctttttg 420 

ccgtccccct cgccgtccgg cgccaccgga ctgaccgtct acctagccgg cgggcagggg 480 

caggttgtcg gcggcaacgt ggcgggctct ctcgtcgcct ccggaccggt gatggtgatc 540 

gccgccactt tcgctaatgc cacttatgag aggttgcctc tggaggatga tcaaggtgag 600 

gaggaaatgc aagtgcagca gcagcagcag cagcagcaac agcagcagca gcagcagcag 660 
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840 
900 



MBI0034CIP . ST25 . txt 

caacaacaat ctcaaggttt gggggaacag gtttcaatgc ctatgtataa tttgcctcct 720 

aatttgctac acaatggtca gaacatgcct catgatgtgt tctggggagc tccacctcgc 780 
cctcctcctt ccttctgatc acccttgcca atatgatcat gtctttaatc tctcactgac 
ttgcgaatta agtactatgt taattaattt ctcacggttt ttcttgcaag catagctagc 

tagctagcaa ggttagttat taggatggtt ttgttaattt gtgcttctta gagactcgag 960 

tcaagtagat gatgttctta tctttaatat actttgtagt actactggtt tgtttattgt 102 0 

tttttttaaa aaaaa ^^^^ 



<210> 36 

<211> 265 

<212> PRT 

<213> Glycine max 

<220> 

<223> G3462 polypeptide 
<400> 36 

Thr Arg Ser Asn Ser Asn Thr Asn Ala Asn Thr Asn Thr Asn Thr Thr 
15 10 15 

Glu Glu Glu Val Ser Arg Asp Asn Gly Glu Asp Gin Asn Gin Asn Leu 
20 25 30 



Gly Ser His Glu Gly Ser Glu Pro Gly Ser Ser Gly Arg Arg Pro Arg 
35 40 45 

Gly Arg Pro Ala Gly Ser Lys Asn Lys Pro Lys Pro Pro lie Val lie 
50 55 60 

lie Phe Leu Ser Pro Asn Ala Leu Arg Ser His Val Leu Glu lie Ala 
65 70 75 80 

Ser Gly Arg Asp Val Ala Glu Ser He Ala Ala Phe Ala Asn Arg Arg 
85 90 95 

His Arg Gly Val Ser Val Leu Ser Gly Ser Gly He Val Ala Asn Val 
100 105 110 

Thr Leu Arg Gin Pro Ala Ala Pro Ala Gly Val He Thr Leu His Gly 
115 120 125 

Arg Phe Glu He Leu Ser Leu Ser Gly Ala Phe Leu Pro Ser Pro Ser 
130 135 140 
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Pro Ser Gly Ala Thr Gly Leu Thr Val Tyr Leu Ala Gly Gly Gin Gly 
145 150 155 160 

Gin Val Val Gly Gly Asn Val Ala Gly Ser Leu Val Ala Ser Gly Pro 
165 170 175 

Val Met Val He Ala Ala Thr Phe Ala Asn Ala Thr Tyr Glu Arg Leu 
180 185 190 

Pro Leu Glu Asp Asp Gin Gly Glu Glu Glu Met Gin Val Gin Gin Gin 
195 200 205 

Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Ser 
210 215 220 

Gin Gly Leu Gly Glu Gin Val Ser Met Pro Met Tyr Asn Leu Pro Pro 
225 230 235 240 

Asn Leu Leu His Asn Gly Gin Asn Met Pro His Asp Val Phe Trp Gly 
245 250 255 

Ala Pro Pro Arg Pro Pro Pro Ser Phe 
260 265 

<210> 37 

<211> 708 

<212> DNA 

<213> Oryza sativa 

<220> 

<223> G3401 
<400> 37 

atggcgtcca aggagccaag cggcgaccac gaccacgaga tgaacgggac cagcgccggg 60 

ggcggcgagc ccaaggacgg cgcggtggtg accggccgca accggcgccc ccgcggacgg 120 

ccgccgggct ccaagaacaa gcccaagccg cccatcttcg tgacgcggga cagcccgaac 180 

gcgctgcgca gccacgtcat ggaggtggcc ggcggcgccg atgtcgccga gtccatcgcg 240 

cacttcgcgc ggcggcggca gcgcggcgtc tgcgtgctca gcggggccgg caccgtgacc 300 

gacgtggccc tgcgccagcc ggccgcgccg agcgccgtgg tggcgctccg tgggcggttc 360 

gagatcctgt ccctgacggg gacgttcctg ccggggccgg cgccgccggg ctccaccggg 420 

ctgaccgtgt acctcgccgg cgggcagggg caggtggtgg gcggcagcgt ggtggggacg 4 80 

ctcaccgcgg cggggccggt catggtgatc gcctccacct tcgccaacgc cacctacgag 54 0 

aggctgccgc tggatcagga ggaggaggaa gcagcggcag gcggcatgat ggcgccgccg 600 

ccactcatgg ccggcgccgc cgatccacta cttttcggcg ggggaatgca cgacgccggg 660 
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cttgctgcat ggcaccatgc ccgccctccg ccgccgccgc cctactag 708 

<210> 38 

<211> 235 

<212> PRT 

<213> Oryza sativa 

<220> 

<223> G3401 polypeptide 
<400> 38 

Met Ala Ser Lys Glu Pro Ser Gly Asp His Asp His Glu Met Asn Gly 
15 10 15 

Thr Ser Ala Gly Gly Gly Glu Pro Lys Asp Gly Ala Val Val Thr Gly 
20 25 30 

Arg Asn Arg Arg Pro Arg Gly Arg Pro Pro Gly Ser Lys Asn Lys Pro 
35 40 45 

Lys Pro Pro lie Phe Val Thr Arg Asp Ser Pro Asn Ala Leu Arg Ser 
50 55 60 

His Val Met Glu Val Ala Gly Gly Ala Asp Val Ala Glu Ser lie Ala 
65 70 75 80 

His Phe Ala Arg Arg Arg Gin Arg Gly Val Cys Val Leu Ser Gly Ala 
85 90 95 

Gly Thr Val Thr Asp Val Ala Leu Arg Gin Pro Ala Ala Pro Ser Ala 
100 105 110 

Val Val Ala Leu Arg Gly Arg Phe Glu lie Leu Ser Leu Thr Gly Thr 
115 120 125 

Phe Leu Pro Gly Pro Ala Pro Pro Gly Ser Thr Gly Leu Thr Val Tyr 
130 135 140 

Leu Ala Gly Gly Gin Gly Gin Val Val Gly Gly Ser Val Val Gly Thr 
145 150 155 160 

Leu Thr Ala Ala Gly Pro Val Met Val lie Ala Ser Thr Phe Ala Asn 
165 170 175 

Ala Thr Tyr Glu Arg Leu Pro Leu Asp Gin Glu Glu Glu Glu Ala Ala 
180 185 190 
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Ala Gly Gly Met Met Ala Pro Pro Pro Leu Met Ala Gly Ala Ala Asp 
195 200 205 



Pro Leu Leu Phe Gly Gly Gly Met His Asp Ala Gly Leu Ala Ala Trp 
210 215 220 



His His Ala Arg Pro Pro Pro Pro Pro Pro Tyr 
225 230 235 



<210> 39 

<211> 1190 

<212> DNA 

<213> Oryza sativa 



<220> 

<221> misc_f eature 

<222> (1181) . . (1181) 

<223> n is a, c, g, or t 

<220> 

<223> G3556 

<400> 39 



tttttttttg 


tttttttttt 


tgagcaacca 


ctgccgatct 


tgatacgcac 


agtaatttta 


60 


cattcttcaa 


actctgaaga 


aaatggaacg 


ataagatcac 


acgagtactt 


atgcattaca 


120 


tagcacatta 


attaacatgg 


taaatgatta 


attaacctac 


tcaaacaact 


agggaaagaa 


180 


gtggaaggct 


aactagctag 


gtagagagac 


attgattaac 


cggtgccagt 


gctagaacga 


240 


tgtcggcggc 


ggccgagcca 


ccgctgcatg 


cccccactgc 


ccgaacatgt 


cgtgcggcgg 


300 


cgtctgctgg 


acggcggcgt 


acatcggcgg 


gggcacgacg 


gcgcctccgc 


tgctctgctg 


360 


ctccatctgc 


gcggcggcgc 


cctccgaccc 


ggacagcacg 


gcgccctcct 


cgccttcctg 


420 


gtccagcggc 


agcctctcgt 


acgtggcgtt 


gccgaacgtg 


gccgcgatca 


ccatgacggg 


480 


gcccgacgcg 


atcagctccc 


ccatgacgct 


cccacccacc 


acctgcccct 


gcccgccggc 


540 


gaggtacacg 


gcgagccccg 


tggcccctgg 


cggcgccggc 


gccgggagga 


aggcgccaga 


600 


catggacaat 


atctcgaacc 


tcccccgcag 


cgcgacggcg 


gcggccccag 


tccccgcggg 


660 


ctgccggagc 


gtgacgttgg 


tgacggcgcc 


gctcccgctg agcacggaga 


cgccgcgctg 


720 


cctgcggcgg 


gagaagcccg 


cgatggcctc 


gacgatgtcg gcgccgctgg 


cgatctccag 


780 


cacgtgggaa 


cgcatcgcgt 


tggggctctc 


ccgcgtcacc 


acgacgggcg gcttcggctt 


840 


gttcttggag 


cccggcggcc 


tccccctcgg 


ccggcggccc 


gccgaccccg 


tagccgagcc 


900 


accgccgggc 


ggcggcgacg 


cctcctcctc 


ctcgttgctc 


cctcccgcgc 


cgccgccgtg 


960 


ggagtacccc 


tgatgctgct 


gcagcgagtg 


gccgtcgatg 


ctccccatcc 


cctcggccgg 


1020 


atcgccggcc 


ggccaccggt 


ttgccagccc 


tactattttc 


gcggtcggaa 


agtcgcacca 


1080 
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acaatctagc ttctccacgc caatcgctga agccagcgtc gctcccgtct ccaagcaaaa 
gcaaagcaag caagcgaacc cacccactta attagccgca nacacgtccg 



1140 
1190 



<210> 40 

<211> 258 

<212> PRT 

<213> Oryza sativa 

<220> 

<223> G3556 polypeptide 
<400> 40 

Met Gly Ser lie Asp Gly His Ser Leu Gin Gin His Gin Gly Tyr Ser 
15 10 15 

His Gly Gly Gly Ala Gly Gly Ser Asn Glu Glu Glu Glu Ala Ser Pro 
20 25 30 

Pro Pro Gly Gly Gly Ser Ala Thr Gly Ser Ala Gly Arg Arg Pro Arg 
35 40 45 

Gly Arg Pro Pro Gly Ser Lys Asn Lys Pro Lys Pro Pro Val Val Val 
50 55 60 

Thr Arg Glu Ser Pro Asn Ala Met Arg Ser His Val Leu Glu lie Ala 
65 70 75 80 

Ser Gly Ala Asp lie Val Glu Ala He Ala Gly Phe Ser Arg Arg Arg 
85 90 95 

Gin Arg Gly Val Ser Val Leu Ser Gly Ser Gly Ala Val Thr Asn Val 
100 105 110 

Thr Leu Arg Gin Pro Ala Gly Thr Gly Ala Ala Ala Val Ala Leu Arg 
115 120 125 

Gly Arg Phe Glu He Leu Ser Met Ser Gly Ala Phe Leu Pro Ala Pro 
130 135 140 

Ala Pro Pro Gly Ala Thr Gly Leu Ala Val Tyr Leu Ala Gly Gly Gin 
145 150 155 160 

Gly Gin Val Val Gly Gly Ser Val Met Gly Glu Leu He Ala Ser Gly 
165 170 175 

Pro Val Met Val He Ala Ala Thr Phe Gly Asn Ala Thr Tyr Glu Arg 
180 185 190 
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Leu Pro Leu Asp Gin Glu Gly Glu Glu Gly Ala Val Leu Ser Gly Ser 
195 200 205 

Glu Gly Ala Ala Ala Gin Met Glu Gin Gin Ser Ser Gly Gly Ala Val 
210 215 220 

Val Pro Pro Pro Met Tyr Ala Ala Val Gin Gin Thr Pro Pro His Asp 
225 230 235 240 

Met Phe Gly Gin Trp Gly His Ala Ala Val Ala Arg Pro Pro Pro Thr 
245 250 255 



Ser Phe 

<210> 41 
<211> 1116 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<223> G1069 
<400> 41 

ttggaaccct agaggccttt caagcaaatc atcagggtaa caatttcttg atctttcttt 60 

ttagcgaatt tccagttttt ggtcaatcat ggcaaaccct tggtggacga accagagtgg 120 

tttagcgggc atggtggacc attcggtctc ctcaggccat caccaaaacc atcaccacca 180 

aagtcttctt accaaaggag atcttggaat agccatgaat cagagccaag acaacgacca 240 

agacgaagaa gatgatccta gagaaggagc cgttgaggtg gtcaaccgta gaccaagagg 300 

tagaccacca ggatccaaaa acaaacccaa agctccaatc tttgtgacaa gagacagccc 360 

caacgcactc cgtagccatg tcttggagat ctccgacggc agtgacgtcg ccgacacaat 420 

cgctcacttc tcaagacgca ggcaacgcgg cgtttgcgtt ctcagcggga caggctcagt 480 

cgctaacgtc accctccgcc aagccgccgc accaggaggt gtggtctctc tccaaggcag 540 

gtttgaaatc ttatctttaa ccggtgcttt cctccctgga ccttccccac ccgggtcaac 600 

cggtttaacg gtttacttag ccggggtcca gggtcaggtc gttggaggta gcgttgtagg 660 

cccactctta gccatagggt cggtcatggt gattgctgct actttctcta acgctactta 720 

tgagagattg cccatggaag aagaggaaga cggtggcggc tcaagacaga ttcacggagg 780 

cggtgactca ccgcccagaa tcggtagtaa cctgcctgat ctatcaggga tggccgggcc 84 0 

aggctacaat atgccgccgc atctgattcc aaatggggct ggtcagctag ggcacgaacc 900 
atatacatgg gtccacgcaa gaccacctta ctgactcagt gagccatttc tatatataat 
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960 



1116 
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ggtctatata aataaatata tagatgaata taagcaagca atttgaggta gtctattaca 1020 
aagcttttgc tctggttgga aaaataaata agtatcaaag ctttgtttgt tcttaatgga 1080 
aatatagagc ttgggaaggt agaaagagac gacatt 

<210> 42 
<211> 281 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<223> G1069 polypeptide 

<400> 42 

Met Ala Asn Pro Trp Trp Thr Asn Gin Ser Gly Leu Ala Gly Met Val 
15 10 15 

Asp His Ser Val Ser Ser Gly His His Gin Asn His His His Gin Ser 
20 25 30 

Leu Leu Thr Lys Gly Asp Leu Gly He Ala Met Asn Gin Ser Gin Asp 
35 40 45 

Asn Asp Gin Asp Glu Glu Asp Asp Pro Arg Glu Gly Ala Val Glu Val 
50 55 60 

Val Asn Arg Arg Pro Arg Gly Arg Pro Pro Gly Ser Lys Asn Lys Pro 
65 70 75 80 

Lys Ala Pro He Phe Val Thr Arg Asp Ser Pro Asn Ala Leu Arg Ser 
85 90 95 

His Val Leu Glu He Ser Asp Gly Ser Asp Val Ala Asp Thr He Ala 
100 105 HO 

His Phe Ser Arg Arg Arg Gin Arg Gly Val Cys Val Leu Ser Gly Thr 
115 120 125 

Gly Ser Val Ala Asn Val Thr Leu Arg Gin Ala Ala Ala Pro Gly Gly 
130 135 140 

Val Val Ser Leu Gin Gly Arg Phe Glu He Leu Ser Leu Thr Gly Ala 
145 150 155 160 

Phe Leu Pro Gly Pro Ser Pro Pro Gly Ser Thr Gly Leu Thr Val Tyr 
165 170 175 
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Leu Ala Gly Val Gin Gly Gin Val Val Gly Gly Ser Val Val Gly Pro 
180 185 190 

Leu Leu Ala He Gly Ser Val Met Val He Ala Ala Thr Phe Ser Asn 
195 200 205 

Ala Thr Tyr Glu Arg Leu Pro Met Glu Glu Glu Glu Asp Gly Gly Gly 
210 215 220 

Ser Arg Gin He His Gly Gly Gly Asp Ser Pro Pro Arg He Gly Ser 
225 230 235 240 

Asn Leu Pro Asp Leu Ser Gly Met Ala Gly Pro Gly Tyr Asn Met Pro 
245 250 255 

Pro His Leu He Pro Asn Gly Ala Gly Gin Leu Gly His Glu Pro Tyr 
260 265 270 

Thr Trp Val His Ala Arg Pro Pro Tyr 
275 280 

<210> 43 
<211> 1130 
<212> DNA 

<213> Arabidopsis thaliana 

<220> 

<223> G1945 

<400> 43 ^ 
atttcccaaa gggatttacg aaaagtccct ctcctctatc atctctttat tcaccccata 60 

ccaacaacct ctacatcttc ttcttcttct tcctcctctt ttattttctt tttaaatcat 120 

ttacacaaaa atccaaagac aaatctgaaa tctctaataa acaaatccat aaaataagaa 180 

aaacaaagat gaaaggtgaa tacagagagc aaaagagtaa cgaaatgttt tccaagcttc 24 0 

ctcatcatca acaacaacag caacaacaac aacaacaaca ctctcttacc tctcacttcc 300 

acctctcctc caccgtaacc cccaccgtcg atgactcctc catcgaagtg gtccgacgtc 3 60 

cacgtggcag accaccaggt tccaaaaaca aacctaaacc acccgtcttc gtcacacgtg 420 

acaccgaccc tcctatgagt ccttacatcc tcgaagttcc ttcaggaaac gacgtcgtcg 480 

aagccatcaa ccgtttctgc cgccgtaaat ccatcggagt ctgcgtcctt agtggctctg 540 
gctctgtagc taacgtcact ttacgtcagc catcaccggc agctcttggc tctaccataa 
ctttccatgg aaagtttgat ctcctctccg tctccgcaac gtttctccct cctccgcctc 

gtacttcctt gtctcctccc gtttctaact tcttcaccgt ctctctcgct ggacctcaag 720 

gacaaatcat cggagggttc gtcgctggtc cacttatttc ggcaggaaca gtttacgtca 780 
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600 
660 
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tcgccgcaag 






accggttacc 


ggcggaagaa 


gagcaaaaac 


840 


actcggcggg 


gacaggggaa 


ag ay a.g y y <i v- 


aatctccgcc 


ggtctctggt 


ggcggtgaag 


900 


agtcaggaca 


gatggcggga 


agtggaggag 


agtcgtgtgg ggtatcaatg tacagttgcc 


960 


acatgggtgg 


ctctgatgtt 


atttgggccc 


ctacagccag 


agctccaccg 


ccatactaac 


1020 


caatccttct 


ttcacaaatc 


tctttctttc 


tttttttgtt 


tttttttgtt 


ttgggttagg 


1080 


atgaatcaag 


aaactagggt 


tttttttttt 


tttttttaaa 


aaaaaaaaaa 




1130 



<210> 44 

<211> 276 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<223> G1945polypeptide 
<400> 44 

Met Lys Gly Glu Tyr Arg Glu Gin Lys Ser Asn Glu Met Phe Ser Lys 
15 10 15 

Leu Pro His His Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin His Ser 
20 25 30 

Leu Thr Ser His Phe His Leu Ser Ser Thr Val Thr Pro Thr Val Asp 
35 40 45 

Asp Ser Ser He Glu Val Val Arg Arg Pro Arg Gly Arg Pro Pro Gly 
50 55 60 

Ser Lys Asn Lys Pro Lys Pro Pro Val Phe Val Thr Arg Asp Thr Asp 
65 70 75 80 

Pro Pro Met Ser Pro Tyr He Leu Glu Val Pro Ser Gly Asn Asp Val 
85 90 95 

Val Glu Ala He Asn Arg Phe Cys Arg Arg Lys Ser He Gly Val Cys 
100 105 110 

Val Leu Ser Gly Ser Gly Ser Val Ala Asn Val Thr Leu Arg Gin Pro 
115 120 125 

Ser Pro Ala Ala Leu Gly Ser Thr He Thr Phe His Gly Lys Phe Asp 
130 135 140 

Leu Leu Ser Val Ser Ala Thr Phe Leu Pro Pro Pro Pro Arg Thr Ser 
145 150 155 160 
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Leu Ser Pro Pro Val Ser Asn Phe Phe Thr Val Ser Leu Ala Gly Pro 
165 170 175 

Gin Gly Gin lie lie Gly Gly Phe Val Ala Gly Pro Leu lie Ser Ala 
180 185 190 

Gly Thr Val Tyr Val lie Ala Ala Ser Phe Asn Asn Pro Ser Tyr His 
195 200 205 

Arg Leu Pro Ala Glu Glu Glu Gin Lys His Ser Ala Gly Thr Gly Glu 
210 215 220 

Arg Glu Gly Gin Ser Pro Pro Val Ser Gly Gly Gly Glu Glu Ser Gly 
225 230 235 240 

Gin Met Ala Gly Ser Gly Gly Glu Ser Cys Gly Val Ser Met Tyr Ser 
245 250 255 

Cys His Met Gly Gly Ser Asp Val He Trp Ala Pro Thr Ala Arg Ala 
260 265 270 



Pro Pro Pro Tyr 
275 

<210> 45 
<211> 1050 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<223> G2155 
<400> 45 

ctcatatata ccaaccaaac ctctctctgc atctttatta acacaaaatt ccaaaagatt 60 
aaatgttgtc gaagctccct acacagcgac acttgcacct ctctccctcc tctccctcca 120 
tggaaaccgt cgggcgtcca cgtggcagac ctcgaggttc caaaaacaaa cctaaagctc 180 
caatctttgt caccattgac cctcctatga gtccttacat cctcgaagtg ccatccggaa 24 0 
acgatgtcgt tgaagcccta aaccgtttct gccgcggtaa agccatcggc ttttgcgtcc 300 
tcagtggctc aggctccgtt gctgatgtca ctttgcgtca gccttctccg gcagctcctg 360 
gctcaaccat tactttccac ggaaagttcg atcttctctc tgtctccgcc actttcctcc 420 
ctcctctacc tcctacctcc ttgtcccctc ccgtctccaa tttcttcacc gtctctctcg 480 
ccggacctca ggggaaagtc atcggtggat tcgtcgctgg tcctctcgtt gccgccggaa 540 
ctgtttactt cgtcgccact agtttcaaga acccttccta tcaccggtta cctgctacgg 600 
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aggaagagca aagaaactcg gcggaagggg aagaggaggg acaatcgccg ccggtctctg 
gaggtggtgg agagtcgatg tacgtgggtg gctctgatgt catttgggat cccaacgcca 
aagctccatc gccgtactga ccacaaatcc atctcgttca aactagggtt tcttcttctt 
tagatcatca agaatcaaca aaaagattgc atttttagat tctttgtaat atcataattg 
actcactctt taatctctct atcacttctt ctttagcttt ttctgcagtg tcaaacttca 
catatttgta gtttgatttg actatcccca agttttgtat tttatcatac aaatttttgc 
ctgtctctaa tggttgtttt ttcgtttgta taatcttatg cattgtttat tggagctcca 
gagattgaat gtataatata atggtttaat 



<210> 46 
<211> 225 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<223> G2155 polypeptide 
<400> 46 

Met Leu Ser Lys Leu Pro Thr Gin Arg His Leu His Leu Ser Pro Ser 
15 10 15 

Ser Pro Ser Met Glu Thr Val Gly Arg Pro Arg Gly Arg Pro Arg Gly 
20 25 30 

Ser Lys Asn Lys Pro Lys Ala Pro He Phe Val Thr He Asp Pro Pro 
35 40 45 

Met Ser Pro Tyr He Leu Glu Val Pro Ser Gly Asn Asp Val Val Glu 
50 55 60 

Ala Leu Asn Arg Phe Cys Arg Gly Lys Ala He Gly Phe Cys Val Leu 
65 70 75 80 

Ser Gly Ser Gly Ser Val Ala Asp Val Thr Leu Arg Gin Pro Ser Pro 
85 90 95 

Ala Ala Pro Gly Ser Thr He Thr Phe His Gly Lys Phe Asp Leu Leu 
100 105 110 

Ser Val Ser Ala Thr Phe Leu Pro Pro Leu Pro Pro Thr Ser Leu Ser 
115 120 125 

Pro Pro Val Ser Asn Phe Phe Thr Val Ser Leu Ala Gly Pro Gin Gly 
130 135 140 
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720 
780 
840 
900 
960 
1020 
1050 
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Lys val He Gly Gly Phe Val Ala Gly Pro Leu Val Ala Ala Gly Thr 
145 150 155 160 

Val Tyr Phe Val Ala Thr Ser Phe Lys Asn Pro Ser Tyr His Arg Leu 
165 170 175 

Pro Ala Thr Glu Glu Glu Gin Arg Asn Ser Ala Glu Gly Glu Glu Glu 
180 185 190 

Gly Gin Ser Pro Pro Val Ser Gly Gly Gly Gly Glu Ser Met Tyr Val 
195 200 205 

Gly Gly Ser Asp Val He Trp Asp Pro Asn Ala Lys Ala Pro Ser Pro 
210 215 220 



Tyr 
225 

<210> 47 
<211> 1295 
<212> DNA 

<213> Arabidopsis thaliana 

<220> 

<223> G1070 
<400> 47 

tcgaccagct tggatttcgt tgttcatcat tactactctc tttcttcttc tagctagcta 
gttttgacag caaaataaga agcaaaaaaa aggtcaacta aaaaagatct gttcttagat 120 

180 
240 
300 



60 



cactctcttc ttcttttttt gatccaattc caccattgaa tcatagatca tggatccagt 
acaatctcat ggatcacaaa gctctctacc tcctcctttc cacgcaagag actttcaatt 
acatcttcaa caacagcaac aagagttctt cctccaccat caccagcaac aaagaaacca 

aaccgatggt gaccaacaag gaggatcagg aggaaaccga caaatcaaga tggatcgtga 360 

agagacaagc gacaacatag acaacatagc taacaacagc ggtagtgaag gtaaagacat 42 0 

agatatacac ggtggttcag gagaaggagg tggtggctcc ggaggagatc atcagatgac 4 80 

aagaagacca agaggaagac cagcgggatc caagaacaaa ccaaaaccac cgattatcat 540 

cacacgggac agcgcaaacg cgcttagaac ccacgtgatg gagatcggag atggctgcga 600 

cttagtcgaa agcgttgcca cttttgcacg aagacgccaa cgcggcgttt gcgttatgag 660 

cggtactgga aatgttacta acgtcactat acgtcagcct ggatctcatc cttctcctgg 720 

ctcggtagtt agtcttcacg gaaggttcga gattctatct ctctcaggat cttttctccc 780 

tcctccggct cctcctacag ccaccggatt gagtgtttac ctcgctggag gacaaggaca 84 0 
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900 
960 
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ggtggttgga ggaagcgtag ttggtccgtt gttatgtgct ggtcctgtcg ttgtcatggc 
tgcgtctttt agcaatgcgg cgtacgaaag gttgccttta gaggaagatg agatgcagac 
gccggttcat ggcggaggag gaggaggatc attggagtcg ccgccaatga tgggacaaca 1020 
actgcaacat cagcaacaag ctatgtcagg tcatcaaggg ttaccaccta atcttcttgg 1080 
ttcggttcag ttgcagcagc aacatgatca gtcttattgg tcaacgggac gaccaccgta 1140 
ttgatcaaat atacacacac actcataatc gttgctagct agctaacgat gaatcatgag 1200 
tttagtggat atatatatga ttaaaagagg ttagcttatg aacattaata agagtttgga 1260 
ttctatcgag cttcattatg tttgggtcat cgttc 

<210> 48 
<211> 324 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<223> G1070 polypeptide 
<400> 48 

Met Asp Pro Val Gin Ser His Gly Ser Gin Ser Ser Leu Pro Pro Pro 
15 10 15 

Phe His Ala Arg Asp Phe Gin Leu His Leu Gin Gin Gin Gin Gin Glu 
20 25 30 

Phe Phe Leu His His His Gin Gin Gin Arg Asn Gin Thr Asp Gly Asp 
35 40 45 

Gin Gin Gly Gly Ser Gly Gly Asn Arg Gin He Lys Met Asp Arg Glu 
50 55 60 

Glu Thr Ser Asp Asn He Asp Asn He Ala Asn Asn Ser Gly Ser Glu 
65 70 75 80 

Gly Lys Asp He Asp He His Gly Gly Ser Gly Glu Gly Gly Gly Gly 
85 90 95 

Ser Gly Gly Asp His Gin Met Thr Arg Arg Pro Arg Gly Arg Pro Ala 
100 105 110 

Gly Ser Lys Asn Lys Pro Lys Pro Pro He He He Thr Arg Asp Ser 
115 120 125 

Ala Asn Ala Leu Arg Thr His Val Met Glu He Gly Asp Gly Cys Asp 
130 135 140 
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Leu Val Glu Ser Val Ala Thr Phe Ala Arg Arg Arg Gin Arg Gly Val 
145 150 155 160 

Cys Val Met Ser Gly Thr Gly Asn Val Thr Asn Val Thr lie Arg Gin 
165 170 175 

Pro Gly Ser His Pro Ser Pro Gly Ser Val Val Ser Leu His Gly Arg 
180 185 190 

Phe Glu He Leu Ser Leu Ser Gly Ser Phe Leu Pro Pro Pro Ala Pro 
195 200 205 

Pro Thr Ala Thr Gly Leu Ser Val Tyr Leu Ala Gly Gly Gin Gly Gin 
210 215 220 

Val Val Gly Gly Ser Val Val Gly Pro Leu Leu Cys Ala Gly Pro Val 
225 230 235 240 

Val Val Met Ala Ala Ser Phe Ser Asn Ala Ala Tyr Glu Arg Leu Pro 
245 250 255 

Leu Glu Glu Asp Glu Met Gin Thr Pro Val His Gly Gly Gly Gly Gly 
260 265 270 

Gly Ser Leu Glu Ser Pro Pro Met Met Gly Gin Gin Leu Gin His Gin 
275 280 285 

Gin Gin Ala Met Ser Gly His Gin Gly Leu Pro Pro Asn Leu Leu Gly 
290 295 300 

Ser Val Gin Leu Gin Gin Gin His Asp Gin Ser Tyr Trp Ser Thr Gly 
305 310 315 320 



Arg Pro Pro Tyr 



<210> 49 
<211> 1020 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<223> G2657 
<400> 49 

tcaatacggt ggccgacccg tagaccaata ctgctgatca ttctgttgtg gcggtggcaa 60 
ctgaaccgaa ccaagaagat tcggtggtag tccttgagcc gccgccatag ctgccatagc 12 0 
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r* r" a i" r" A t*r* cf 


crcf crcf a cf a t c c 


cat: tc caeca 


ccacctcctc 


ctcctccacc 


180 






cir* a i~ r* ^ r* a t" r* 


t" tcttccaaa 


ggcagccttt 


CQtaCQCCQC 


240 




y cL a.y ^ y «a> ci. 


u> cicL%i« ^ w a ^ 


acrcracccciaa 


cacaacaaag 


gtcccaccac 


300 


^ 4~ ^ ^ 


3 /^/^ 3 4" 

acgo-CCJ ugc^ 


^U'L'yL.v^^L.^W 


cior'^acrcrtaa 


accrcttaatc 


caatacrctcrc 


360 


•r^ ^ 

aggcggcgca. 


ggcggciggoci 


-J -3 :a o rr a i~ 
ctyctctciyci.L.1^*^ 


v^y cLci.ci.y ciy d^ 


aaaatttcaa 


accggccgtg 


420 




d. 4^ y ciy ^ «^ dy 


y L«yyv_>yci u-v^^ 


aciac t cracat 


at agtgacgt 


tagtaacgct 


480 




r^t" r«2a 1~ a a r*nr* 
\^ U'twdU.dci.N^y^ 




t taaccicfccit 


ctagcgaacg 


tagccataca 


540 


^ s a 4" a ^ 

guCoLaC Ua.t.g 






oa t" aa pa tcf a 


ottccraaoccr 


cgtttgcgct 


600 




a. «i,.y a. L. Ud u L.y 


y cLy L. L. d.y y 




aatcctactcr 


gtcttcctct 


660 


uy gC C U t. C U L. 


o a ^ nt" ^ 
yL.v.>^clL.v«L.yL.L- 






cttcctcctt 

ViT tup w 


ctcctccgtg 


720 






wy ^ i^cLVurV^y ^ 


attcratatt a 


gcgatgttgt 


ccatgttatc 


780 


gcttgtctct 


tcgcgatcca 


tcttgataga 


tctattcaat 


attgaccctc 


cttgctgctc 


840 


gtgatcttga 


tcaaggtttc 


tttgtggttg 


ctgatgatgg 


tggagaaaga 


actgttgttg 


900 


ttgttgttgt 


tgatgttgtt 


gttgatgttg 


ttgttgttgt 


tgaagatgta 


attggaaatc 


960 


tctagcatgg 


aaaggaggag 


gaagagagct 


ttgtgatcca 


tgagattgaa 


ctggatccat 


1020 



<210> 50 
<211> 339 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<223> G2657 polypeptide / 
<400> 50 

Met Asp Pro Val Gin Ser His Gly Ser Gin Ser Ser Leu Pro Pro Pro 
15 10 15 

Phe His Ala Arg Asp Phe Gin Leu His Leu Gin Gin Gin Gin Gin His 
20 25 30 

Gin Gin Gin His Gin Gin Gin Gin Gin Gin Gin Phe Phe Leu His His 
35 40 45 

His Gin Gin Pro Gin Arg Asn Leu Asp Gin Asp His Glu Gin Gin Gly 
50 55 60 

Gly Ser lie Leu Asn Arg Ser He Lys Met Asp Arg Glu Glu Thr Ser 
65 70 75 80 
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Asp Asn Met Asp Asn lie Ala Asn Thr Asn Ser Gly Ser Glu Gly Lys 
85 90 95 



Glu Met Ser Leu His Gly Gly Glu Gly Gly Ser Gly Gly Gly Gly Ser 
100 105 110 



Gly Glu Gin Met Thr Arg Arg Pro Arg Gly Arg Pro Ala Gly Ser Lys 
115 120 125 



Asn Lys Pro Lys Ala Pro lie He He Thr Arg Asp Ser Ala Asn Ala 
130 135 140 



Leu Arg Thr His Val Met Glu He Gly Asp Gly Cys Asp He Val Asp 

145 150 155 160 

Cys Met Ala Thr Phe Ala Arg Arg Arg Gin Arg Gly Val Cys Val Met 

165 170 175 



Ser Gly Thr Gly Ser Val Thr Asn Val Thr He Arg Gin Pro Gly Ser 
180 185 190 



Pro Pro Gly Ser Val Val Ser Leu His Gly Arg Phe Glu He Leu Ser 
195 200 205 



Leu Ser Gly Ser Phe Leu Pro Pro Pro Ala Pro Pro Ala Ala Thr Gly 
210 215 220 



Leu Ser Val Tyr Leu Ala Gly Gly Gin Gly Gin Val Val Gly Gly Ser 
225 230 235 240 



Val Val Gly Pro Leu Leu Cys Ser Gly Pro Val Val Val Met Ala Ala 
245 250 255 



Ser Phe Ser Asn Ala Ala Tyr Glu Arg Leu Pro Leu Glu Glu Asp Glu 
260 265 270 



Met Gin Thr Pro Val Gin Gly Gly Gly Gly Gly Gly Gly Gly Gly Gly 
275 280 285 



Gly Met Gly Ser Pro Pro Met Met Gly Gin Gin Gin Ala Met Ala Ala 
290 295 300 



Met Ala Ala Ala Gin Gly Leu Pro Pro Asn Leu Leu Gly Ser Val Gin 
305 310 315 320 



Leu Pro Pro Pro Gin Gin Asn Asp Gin Gin Tyr Trp Ser Thr Gly Arg 
325 330 335 
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Pro Pro Tyr 



<210> 51 
<211> 1084 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<223> G1075 



<400> 51 
tttgtgtttg 


gtgctggcat ggctggtctc gatctaggca caacttctcg ctacgtccac 


60 


aacgtcgatg 


guggcggcgg 


cggacagttc 


accaccgaca 


accaccacga 


agatgacggt 


120 


ggcgctggag 


9 a a a S 

gaaaccdcvocL 


tcatcaccat 


cataatcata 


atcaccatca 


aggtttagat 


180 


ttaatagctt 


\^ L>ciciL.^cLi,.aa 


ctctggacta ggcggcggtg gaggaggagg gagcggtgac 


240 


ctcgtcatgc 


gucggct-ctt-y 


tggccgtcca 


gctggatcga 


agaacaaacc 


gaagccgccg 


300 


gtgattgtca 


t~f 3 3 

cgcgcgaydy 


cgcaaacact 


cttagggctc 


acattcttga 


agttggaagt 


360 


ggctgcgacg 


cccucgaacg 


tatctccact 


tacgctcgtc 


ggagacagcg 


cgggatttgc 


420 


gttttatccg 


ggacgggaac 


cgtcactaac 


gtcagcatcc 


gtcagcctac 


ggcggccgga 


480 


gctgttgtga 


ctctgcgggg 


tacttttgag 


attctttccc 


tctccggatc 


ttttcttccg 


540 


ccacctgctc 


ctccaggggc 


gactagcttg 


acgatattcc 


tcgctggagc 


tcaaggacag 


600 


gtcgtcggag 


gtaacgtagt 


tggtgagtta atggcggcgg ggccggtaat ggtcatggca 


660 


gcgtctttta 


caaacgtggc 


ttacgaaagg 


ttgcctttgg 


acgagcatga 


ggagcacttg 


720 


caaagtggcg 


gcggcggagg 


tggagggaat 


atgtactcgg 


aagccactgg 


cggtggcgga 


780 


gggttgcctt 


tctttaattt 


gccgatgagt 


atgcctcaga 


ttggagttga 


aagttggcag 


840 


gggaatcacg 


ccggcgccgg 


tagggctccg 


ttttagcaat 


ttaagaaact 


ttaattgttt 


900 


tttccacttt 


tttgtttttc 


tccgaatttt 


atgaaattat 


gatttaagaa 


aaaaaacgat 


960 


attgttcatg 


tattgaccct 


cttactgcat 


ggtttcttct 


attgggttaa 


ttggctagct 


1020 


cataagaatt 


gtttaatttg 


gttattgtca 


tcaaatttgc 


ccacatataa 


agcttctagc 


1080 


aaat 












1084 



<210> 52 
<211> 285 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<223> G1075 polypeptide 
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<400> 52 

Met Ala Gly Leu Asp Leu Gly Thr Thr Ser Arg Tyr Val His Asn Val 
15 10 15 

Asp Gly Gly Gly Gly Gly Gin Phe Thr Thr Asp Asn His His Glu Asp 
20 25 30 

Asp Gly Gly Ala Gly Gly Asn His His His His His His Asn His Asn 
35 40 45 

His His Gin Gly Leu Asp Leu He Ala Ser Asn Asp Asn Ser Gly Leu 
50 55 60 

Glv Gly Gly Gly Gly Gly Gly Ser Gly Asp Leu Val Met Arg Arg Pro 
65 70 75 80 

Arg Gly Arg Pro Ala Gly Ser Lys Asn Lys Pro Lys Pro Pro Val He 
85 90 

Val Thr Arg Glu Ser Ala Asn Thr Leu Arg Ala His lie Leu Glu Val 
100 105 110 

Gly Ser Gly Cys Asp Val Phe Glu Cys He Ser Thr Tyr Ala Arg Arg 
115 120 125 

Arg Gin Arg Gly He Cys Val Leu Ser Gly Thr Gly Thr Val Thr Asn 
130 135 140 

Val Ser He Arg Gin Pro Thr Ala Ala Gly Ala Val Val Thr Leu Arg 
145 150 155 160 

Gly Thr Phe Glu He Leu Ser Leu Ser Gly Ser Phe Leu Pro Pro Pro 
165 170 175 

Ala Pro Pro Gly Ala Thr Ser Leu Thr He Phe Leu Ala Gly Ala Gin 
180 185 190 

Gly Gin Val Val Gly Gly Asn Val Val Gly Glu Leu Met Ala Ala Gly 
195 200 205 

Pro Val Met Val Met Ala Ala Ser Phe Thr Asn Val Ala Tyr Glu Arg 
210 215 220 

Leu Pro Leu Asp Glu His Glu Glu His Leu Gin Ser Gly Gly Gly Gly 
225 230 235 240 
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Gly Gly Gly Asn Met Tyr Ser Glu Ala Thr Gly Gly Gly Gly Gly Leu 
245 250 255 

Pro Phe Phe Asn Leu Pro Met Ser Met Pro Gin He Gly Val Glu Ser 
260 265 270 

Trp Gin Gly Asn His Ala Gly Ala Gly Arg Ala Pro Phe 
275 280 285 

<210> 53 
<211> 1342 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<223> G1076 
<400> 53 

attttagtct tcctataact tcttctcaat cctctctcat atcttttttc ttagtttaaa 60 

tttcaataaa atagaaaaaa acatatacaa atctacagag aagagaagct ttattttaat 120 

cttgtgtgtg tgtgtgtgtt ttatataatt tttatttttt ttcaaattaa aatctcttct 180 

ttgcttttga tgtgggcatg gctggtcttg atctaggcac agcttttcgt tacgttaatc 240 

accagctcca tcgtcccgat ctccaccttc accacaattc ctcctccgat gacgtcactc 300 

ccggagccgg gatgggtcat ttcaccgtcg acgacgaaga caacaacaac aaccatcaag 360 

gtcttgactt agcctctggt ggaggatcag gaagctctgg aggaggagga ggtcacggcg 420 

ggggaggaga cgtcgttggt cgtcgtccac gtggcagacc accgggatcc aagaacaaac 480 

cgaaacctcc ggtaattatc acgcgcgaga gcgcaaacac tctaagagct cacattcttg 540 

aagtaacaaa cggctgcgat gttttcgact gcgttgcgac ttatgctcgt cggagacagc 600 

gagggatctg cgttctgagc ggtagcggaa cggtcacgaa cgtcagcata cgtcagccat 660 

ctgcggctgg agcggttgtg acgctacaag gaacgttcga gattctttct ctctccggat 72 0 

cgtttcttcc tcctccggca cctcccggag caacgagttt gacaattttc ttagccggag 780 

gacaaggtca ggtggttgga ggaagcgttg tgggtgagct tacggcggct ggaccggtga 840 

ttgtgattgc agcttcgttt actaatgttg cttatgagag acttccttta gaagaagatg 900 

agcagcagca acagcttgga ggaggatcta acggcggagg taatttgttt ccggaggtgg 960 

cagctggagg aggaggagga cttccgttct ttaatttacc gatgaatatg caaccaaatg 1020 

tgcaacttcc ggtggaaggt tggccgggga attccggtgg aagaggtcct ttctgatgtg 1080 

tatatattga taatcattat atatataccg gcggagaagc ttttccggcg aagaatttgc 114 0 

gagagtgaag aaaggttaga aaagctttta atggactaat gaatttcaaa ttatcatcgt 12 00 

gatttcggac attgtcttgt tcatcatgtt aagcttaggt ttattttttg tcgtttgtag 1260 
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aattttatgt ttgaatcctt ttttttttct gtgaaactct attgtgttcg tctgcgaagg 1320 

1342 

aaaaaaaaat tctcaaaaaa aa 

<210> 54 
<211> 292 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<223> G1076 polypeptide 
<400> 54 

Met Ala Gly Leu Asp Leu Gly Thr Ala Phe Arg Tyr Val Asn His Gin 
15 10 15 

Leu His Arg Pro Asp Leu His Leu His His Asn Ser Ser Ser Asp Asp 
20 25 30 

Val Thr Pro Gly Ala Gly Met Gly His Phe Thr Val Asp Asp Glu Asp 
35 40 45 

Asn Asn Asn Asn His Gin Gly Leu Asp Leu Ala Ser Gly Gly Gly Ser 
50 55 60 

Gly Ser Ser Gly Gly Gly Gly Gly His Gly Gly Gly Gly Asp Val Val 
65 70 75 80 

Gly Arg Arg Pro Arg Gly Arg Pro Pro Gly Ser Lys Asn Lys Pro Lys 
85 90 95 

Pro Pro Val He He Thr Arg Glu Ser Ala Asn Thr Leu Arg Ala His 
100 105 110 

He Leu Glu Val Thr Asn Gly Cys Asp Val Phe Asp Cys Val Ala Thr 
115 120 125 

Tyr Ala Arg Arg Arg Gin Arg Gly He Cys Val Leu Ser Gly Ser Gly 
130 135 140 

Thr Val Thr Asn Val Ser He Arg Gin Pro Ser Ala Ala Gly Ala Val 
145 150 155 160 

Val Thr Leu Gin Gly Thr Phe Glu He Leu Ser Leu Ser Gly Ser Phe 
165 170 175 

Leu Pro Pro Pro Ala Pro Pro Gly Ala Thr Ser Leu Thr He Phe Leu 
180 185 190 
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Ala Gly Gly Gin Gly Gin Val Val Gly Gly Ser Val Val Gly Glu Leu 
195 200 205 

Thr Ala Ala Gly Pro Val He Val He Ala Ala Ser Phe Thr Asn Val 
210 215 220 

Ala Tyr Glu Arg Leu Pro Leu Glu Glu Asp Glu Gin Gin Gin Gin Leu 
225 230 235 240 

Gly Gly Gly Ser Asn Gly Gly Gly Asn Leu Phe Pro Glu Val Ala Ala 
245 250 255 

Gly Gly Gly Gly Gly Leu Pro Phe Phe Asn Leu Pro Met Asn Met Gin 
260 265 270 

Pro Asn Val Gin Leu Pro Val Glu Gly Trp Pro Gly Asn Ser Gly Gly 
275 280 285 

Arg Gly Pro Phe 
290 

<210> 55 
<211> 983 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<223> G280 

<400> 55 

aagttaatat gagaataatg agaaaaccac tttcccaaat tgctttttaa aatccctcct 
cacacagatt ccttccttca tcacctcaca cactctctac gcttgacatg gccttcgatc 120 
tccaccatgg ctcagcttca gatacgcatt catcagaact tccgtcgttt tctctcccac 180 
cttatcctca gatgataatg gaagcgattg agtccttgaa cgataagaac ggctgcaaca 24 0 
aaacgacgat tgctaagcac atcgagtcga ctcaacaaac tctaccgccg tcacacatga 300 
cgctgctcag ctaccatctc aaccagatga agaaaaccgg tcagctaatc atggtgaaga 360 
acaattatat gaaaccagat ccagatgctc ctcctaagcg tggtcgtggc cgtcctccga 42 0 
agcagaagac tcaggccgaa tctgacgccg ctgctgctgc tgttgttgct gccaccgtcg 480 
tctctacaga tccgcctaga tctcgtggcc gtccaccgaa gccgaaagat ccatcggagc 540 
ctccccagga gaaggtcatt accggatctg gaaggccacg aggacgacca ccgaagagac 600 
cgagaacaga ttcggagacg gttgctgcgc cggaaccggc agctcaggcg acaggtgagc 660 
gtaggggacg tgggagacct ccgaaggtga agccgacggt ggttgctccg gttgggtgct 720 

Page 60 



60 



900 



MBI0034CIP.ST25.txt 
gaattaatcg gtacttatgc aatttcggaa tctttagtta ctgaaaaatg gaatctctta 780 
gagagtaaga gagtgcttta atttagctta attagattta tttggatttc tttcagtatt 840 
tggattgtaa actttagaat ttgtgtgtgt gttgttgctt agtcctgaga taagatataa 
cattagcgac tgtgtattat tattattact gcattgtgtt atgtgaaact ttgttctctt 960 

983 

gttgaaaaaa aaaaaaaaaa aaa 

<210> 56 
<211> 204 
<212> PRT 

<213> Arabidopsis thaliana 

<220> 

<223> G280 polypeptide 
<400> 56 

Met Ala Phe Asp Leu His His Gly Ser Ala Ser Asp Thr His Ser Ser 
15 10 15 

Glu Leu Pro Ser Phe Ser Leu Pro Pro Tyr Pro Gin Met He Met Glu 
20 25 30 

Ala He Glu Ser Leu Asn Asp Lys Asn Gly Cys Asn Lys Thr Thr He 
35 40 45 

Ala Lys His He Glu Ser Thr Gin Gin Thr Leu Pro Pro Ser His Met 
50 55 60 

Thr Leu Leu Ser Tyr His Leu Asn Gin Met Lys Lys Thr Gly Gin Leu 
65 70 75 80 

He Met Val Lys Asn Asn Tyr Met Lys Pro Asp Pro Asp Ala Pro Pro 
85 90 95 

Lys Arg Gly Arg Gly Arg Pro Pro Lys Gin Lys Thr Gin Ala Glu Ser 
100 105 110 

Asp Ala Ala Ala Ala Ala Val Val Ala Ala Thr Val Val Ser Thr Asp 
115 120 125 

Pro Pro Arg Ser Arg Gly Arg Pro Pro Lys Pro Lys Asp Pro Ser Glu 
130 135 140 

Pro Pro Gin Glu Lys Val He Thr Gly Ser Gly Arg Pro Arg Gly Arg 
145 150 155 160 
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Pro Pro Lys Arg Pro Arg Thr Asp Ser Glu Thr Val Ala Ala Pro Glu 
165 170 175 



Pro Ala Ala Gin Ala Thr Gly Glu Arg Arg Gly Arg Gly Arg Pro Pro 
180 185 190 

Lys Val Lys Pro Thr Val Val Ala Pro Val Gly Cys 
195 200 

<210> 57 
<211> 1964 
<212> DNA 

<213> Arabidopsis thaliana 

<220> 

<223> G1367 
<400> 57 

tccttccaca aaactttttt aattttatct gaaaaattaa aacaaccgaa acaaaaaaaa 60 
aaaactaaaa atcaaaaatc tcatcacctt ccttgctctg tattttttct ctctcactaa 120 
atcctccatg gatccttctc tctctgcaac caatgatcct catcatcctc ctcctcctca 180 
gttcacatct ttccctcctt tcaccaacac caaccccttc gcctctccaa accacccctt 240 
cttcaccgga cccaccgccg tcgcgccgcc aaacaacatc catctctatc aagcagctcc 3 00 
tccgcagcag ccacaaacat ctccagttcc tcctcatcca tctatttccc accctcctta 360 
ctctgacatg atttgcacgg cgattgcagc gttaaacgaa ccagatgggt caagcaagca 420 
agctatttcg aggtacatag agagaattta cactgggatt cctactgctc atggagcttt 480 
gttgacacac catctcaaga ctttgaagac cagtgggatt cttgtcatgg ttaagaaatc 540 
ttacaagctt gcttctactc ctcctcctcc tcctcctact agtgtagctc ctagtcttga 
acctcccaga tctgatttca tagtcaacga gaaccaacct ttacctgatc cggttttggc 
ttcttctact cctcagacta ttaaacgtgg tcgtggtcga cctccaaaag ctaaaccaga 720 
tgttgttcaa cctcaacctc tgactaatgg aaaactcacc tgggaacaga gtgaattacc 7 80 
tgtctctcga ccagaggaga tacagataca gccgccacag ttaccgttac agccacagca 84 0 
gccggttaag agaccgccgg gtcgtcctag aaaagatgga acttcgccga cggtgaagcc 900 
agctgcttct gtttccggtg gtgtggagac tgtgaaacga agaggtagac ctccgagtgg 960 
aagagctgct gggagggaga gaaagcctat agtagtctca gctccagctt cagtgttccc 1020 
gtatgttgct aatggtggtg ttagacgccg agggagacca aagagagttg acgctggtgg 1080 
tgcttcctct gttgctccac caccaccacc accaactaac gtagagagtg gaggagagga 1140 
ggttgcagtc aagaaacgag gaagaggacg gcctcctaag attggaggtg ttatcaggaa 1200 
gcctatgaag ccgatgagaa gctttgctcg tactggaaaa cccgtaggaa gacccagaaa 
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600 
660 



1260 



1440 
1500 



1680 
1740 



1964 
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gaatgcggtg tcagtgggag cttctggacg acaagatggt gactatggag aactgaagaa 1320 
gaagtttgag ttgtttcaag cgagagctaa ggatattgta attgtgttga aatccgagat 1380 
aggaggaagt ggaaatcaag cagtggttca agccatacag gacctggaag ggatagcaga 
gacaacaaac gagccaaagc acatggaaga agtgcagctg ccagacgagg aacaccttga 
aaccgaacca gaagcagagg gtcaaggaca gacagaagca gaggcaatgc aagaagctct 1560 
gttctaaaga taaagccttg acataaaaag ctagcaagtg gtgggtttac ttgttgtgtg 1620 
ttacatgaaa tttttaatct tataagggtg tttgcaggag aaaaacaaaa agaacaatgt 
gatgaactga tgatgatgat tgtgtctcta accaaacaac aaggagaggt agggtaatgt 
ctgtaaagtg aattaggatg ttaccattgt tcatgcttcc catctctctc catcgtccat 1800 
atctgtgtag gcagctttgt tctttgttcc ctcgtgtttt ttttagactg ttgtgtctct 1860 
tattctattt tgtctcctta ggctttttag gagttgttgt tgatgtttat caaaaacgct 1920 
tatgtaattt ttatgaccac ttctactttt tatgatggtt tctt 

<210> 58 
<211> 479 
<212> PRT 

<213> Arabidopsis thaliana 

<220> 

<223> G1367 polypeptide 
<400> 58 

Met Asp Pro Ser Leu Ser Ala Thr Asn Asp Pro His His Pro Pro Pro 
15 10 15 

Pro Gin Phe Thr Ser Phe Pro Pro Phe Thr Asn Thr Asn Pro Phe Ala 
20 25 30 

Ser Pro Asn His Pro Phe Phe Thr Gly Pro Thr Ala Val Ala Pro Pro 
35 40 45 

Asn Asn He His Leu Tyr Gin Ala Ala Pro Pro Gin Gin Pro Gin Thr 
50 55 60 

Ser Pro Val Pro Pro His Pro Ser He Ser His Pro Pro Tyr Ser Asp 
65 70 75 80 

Met He Cys Thr Ala He Ala Ala Leu Asn Glu Pro Asp Gly Ser Ser 
85 90 95 

Lys Gin Ala He Ser Arg Tyr He Glu Arg He Tyr Thr Gly He Pro 
100 105 110 
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Thr Ala His Gly Ala Leu Leu Thr His His Leu Lys Thr Leu Lys Thr 
115 120 125 

Ser Gly He Leu Val Met Val Lys Lys Ser Tyr Lys Leu Ala Ser Thr 
130 135 140 

Pro Pro Pro Pro Pro Pro Thr Ser Val Ala Pro Ser Leu Glu Pro Pro 
145 150 155 160 

Arq Ser Asp Phe He Val Asn Glu Asn Gin Pro Leu Pro Asp Pro Val 
165 170 175 

Leu Ala Ser Ser Thr Pro Gin Thr He Lys Arg Gly Arg Gly Arg Pro 
180 185 190 

Pro Lys Ala Lys Pro Asp Val Val Gin Pro Gin Pro Leu Thr Asn Gly 
195 200 205 

Lys Leu Thr Trp Glu Gin Ser Glu Leu Pro Val Ser Arg Pro Glu Glu 
210 215 220 

He Gin He Gin Pro Pro Gin Leu Pro Leu Gin Pro Gin Gin Pro Val 
225 230 235 240 

Lys Arg Pro Pro Gly Arg Pro Arg Lys Asp Gly Thr Ser Pro Thr Val 
245 250 255 

Lys Pro Ala Ala Ser Val Ser Gly Gly Val Glu Thr Val Lys Arg Arg 
260 265 270 

Gly Arg Pro Pro Ser Gly Arg Ala Ala Gly Arg Glu Arg Lys Pro He 
275 280 285 

Val Val Ser Ala Pro Ala Ser Val Phe Pro Tyr Val Ala Asn Gly Gly 
290 295 300 

Val Arg Arg Arg Gly Arg Pro Lys Arg Val Asp Ala Gly Gly Ala Ser 
305 310 315 320 

Ser Val Ala Pro Pro Pro Pro Pro Pro Thr Asn Val Glu Ser Gly Gly 
325 330 335 

Glu Glu Val Ala Val Lys Lys Arg Gly Arg Gly Arg Pro Pro Lys He 
340 345 350 
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Glv Glv Val He Arg Lys Pro Met Lys Pro Met Arg Ser Phe Ala Arg 
355 360 365 



Thr Gly Lys Pro Val Gly Arg Pro Arg Lys Asn Ala Val Ser Val Gly 
370 375 380 

Ala Ser Gly Arg Gin Asp Gly Asp Tyr Gly Glu Leu Lys Lys Lys Phe 
385 390 395 400 

Glu Leu Phe Gin Ala Arg Ala Lys Asp He Val He Val Leu Lys Ser 
405 410 415 

Glu He Gly Gly Ser Gly Asn Gin Ala Val Val Gin Ala He Gin Asp 
420 425 430 

Leu Glu Gly He Ala Glu Thr Thr Asn Glu Pro Lys His Met Glu Glu 
435 440 445 

Val Gin Leu Pro Asp Glu Glu His Leu Glu Thr Glu Pro Glu Ala Glu 
450 455 460 

Gly Gin Gly Gin Thr Glu Ala Glu Ala Met Gin Glu Ala Leu Phe 
465 470 475 



<210> 59 
<211> 1878 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<223> G2787 

<400> 59 

tctcagagca aaaaacaaaa aaaaagaaaa aaaaacccta aatctaaatc tcaccttcca 



60 
120 



cctctgtctt tttttttttt gttctttttt ttttttttac tgtatcttct cttctctttg 

ctctgcaaaa atctcacatc catggatcca tctcttggtg atcctcatca tcctcctcag 180 

ttcacccctt ttcctcattt tcccacctcc aatcatcatc ctttaggacc aaatccgtac 24 0 

aataaccatg tcgtcttcca accgcagccg caaacgcaaa cgcaaatccc gcaaccgcag 300 

atgtttcagt tatctccaca tgtttcaatg ccccaccctc cttactccga aatgatttgc 360 

gctgcgattg cggcgttaaa cgaaccggat ggttcgagca agatggcaat ttcgagatac 420 

atcgagagat gttacaccgg tttaacttct gctcatgctg ctttgttgac tcaccatctc 480 

aagactttga agaccagtgg tgttctttct atggttaaga aatcttacaa aattgctggt 540 

tcttctactc ctcctgctag tgtagctgtt gctgctgctg ccgccgctca aggtctcgat 600 
gttcccagat ctgagattct ccattcaagt aacaacgatc ccatggcttc tggctctgct 
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tctcagcctc tgaaacgagg tcgtggtcgt cctcctaagc ctaaacctga atctcaacca 
caaccactac agcaacttcc accgaccaat caagtccagg ctaacggaca gccaatctgg 
gaacagcagc aagttcaatc acctgttccg gttccgactc cggttacaga gtcggcgaag 
agaggacctg gtcgtccaag gaagaacggt tctgctgctc ctgctactgc accaatcgtt 
caagcttcgg ttatggctgg aattatgaaa cgtagaggta gaccaccggg tcgtcgagct 
gctgggagac agaggaagcc caaatccgtt tcttctactg cctctgtgta tccttatgtt 
gctaatggtg ctagacgcag aggaaggcct aggagagttg ttgaccctag cagtattgtt 
agtgttgctc cagtaggtgg tgaaaatgtg gcagcggttg cgccagggat gaagcgtgga 
cgtggacgac cacctaagat tggtggtgtt atcagtaggc ttattatgaa gcctaagaga 
ggacgaggac gtcctgtagg tagacccaga aagattggaa catcagtcac gactgggaca 
caagattctg gagaactcaa gaagaagttt gatatttttc aagagaaagt gaaagaaatt 
gtgaaggtgt tgaaggatgg agttacaagt gagaatcaag cagtggtgca agccataaaa 
gatctggaag cactaacagt gacggagacc gttgagccac aagttatgga agaagtgcag 
ccagaggaga ctgcagcacc acagactgaa gctcaacaaa ctgaagctgc tgagacacaa 
ggaggacaag aagaaggaca agaaagagaa ggagaaacac agacccagac agaagcagag 
gcaatgcaag aagctctgtt ctgaagaata ataatgatct agaaaacaac ctagacataa 
tagccttggt gtttggcgtt aggagtgttt ttttttagtt gttttaggtg ttggaatcgc 1680 
atcttaaatt atataaaaat ctataaggaa ttttaatttt tctaggtttt gttgtctgca 174 0 
gaagaagaaa tagtagactc gttaatggtg ttgttgtcgg tgtgtcttta accaaaccat 
aagacgtggc tgtaaattag cgatgtttct agtcttccat ctttaataat ctcttattgc 
gtctgtgcct ttgttttt 

<210> 60 
<211> 480 
<212> PRT 

<213> Arabidopsis thaliana 

<220> 

<223> G2787 polypeptide 
<400> 60 

Met Asp Pro Ser Leu Gly Asp Pro His His Pro Pro Gin Phe Thr Pro 
15 10 15 

Phe Pro His Phe Pro Thr Ser Asn His His Pro Leu Gly Pro Asn Pro 
20 25 30 



720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 



1800 
1860 
1878 
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Tyr Asn Asn His Val Val Phe Gin Pro Gin Pro Gin Thr Gin Thr Gin 
35 40 45 



lie Pro Gin Pro Gin Met Phe Gin Leu Ser Pro His Val Ser Met Pro 
, 50 55 60 

His Pro Pro Tyr Ser Glu Met lie Cys Ala Ala lie Ala Ala Leu Asn 
65 70 75 80 

Glu Pro Asp Gly Ser Ser Lys Met Ala He Ser Arg Tyr He Glu Arg 
85 90 95 

Cys Tyr Thr Gly Leu Thr Ser Ala His Ala Ala Leu Leu Thr His His 
100 105 110 

Leu Lys Thr Leu Lys Thr Ser Gly Val Leu Ser Met Val Lys Lys Ser 
115 120 125 

Tyr Lys He Ala Gly Ser Ser Thr Pro Pro Ala Ser Val Ala Val Ala 
130 135 140 

Ala Ala Ala Ala Ala Gin Gly Leu Asp Val Pro Arg Ser Glu He Leu 
145 150 155 160 

His Ser Ser Asn Asn Asp Pro Met Ala Ser Gly Ser Ala Ser Gin Pro 
165 170 175 

Leu Lys Arg Gly Arg Gly Arg Pro Pro Lys Pro Lys Pro Glu Ser Gin 
180 185 190 

Pro Gin Pro Leu Gin Gin Leu Pro Pro Thr Asn Gin Val Gin Ala Asn 
195 200 205 

Gly Gin Pro He Trp Glu Gin Gin Gin Val Gin Ser Pro Val Pro Val 
210 215 220 

Pro Thr Pro Val Thr Glu Ser Ala Lys Arg Gly Pro Gly Arg Pro Arg 
225 230 235 240 

Lys Asn Gly Ser Ala Ala Pro Ala Thr Ala Pro He Val Gin Ala Ser 
245 250 255 

Val Met Ala Gly He Met Lys Arg Arg Gly Arg Pro Pro Gly Arg Arg 
260 265 270 

Ala Ala Gly Arg Gin Arg Lys Pro Lys Ser Val Ser Ser Thr Ala Ser 
275 280 285 
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Val Tyr Pro Tyr Val Ala Asn Gly Ala Arg Arg Arg Gly Arg Pro Arg 
290 295 300 

Arq Val Val Asp Pro Ser Ser He Val Ser Val Ala Pro Val Gly Gly 
305 . 310 315 320 

Glu Asn Val Ala Ala Val Ala Pro Gly Met Lys Arg Gly Arg Gly Arg 
325 330 335 

Pro Pro Lys He Gly Gly Val He Ser Arg Leu He Met Lys Pro Lys 
340 345 350 

Arg Gly Arg Gly Arg Pro Val Gly Arg Pro Arg Lys He Gly Thr Ser 
355 360 365 

Val Thr Thr Gly Thr Gin Asp Ser Gly Glu Leu Lys Lys Lys Phe Asp 
370 375 380 

He Phe Gin Glu Lys Val Lys Glu He Val Lys Val Leu Lys Asp Gly 
385 390 395 400 

Val Thr Ser Glu Asn Gin Ala Val Val Gin Ala He Lys Asp Leu Glu 
405 410 415 

Ala Leu Thr Val Thr Glu Thr Val Glu Pro Gin Val Met Glu Glu Val 
420 425 430 

Gin Pro Glu Glu Thr Ala Ala Pro Gin Thr Glu Ala Gin Gin Thr Glu 
435 440 445 

Ala Ala Glu Thr Gin Gly Gly Gin Glu Glu Gly Gin Glu Arg Glu Gly 
450 455 460 

Glu Thr Gin Thr Gin Thr Glu Ala Glu Ala Met Gin Glu Ala Leu Phe 
465 470 475 480 



<210> 61 
<211> 1772 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<223> G3045 

<400> 61 

ttacattcca tccgctaact tctggacctc gtcaattgct gttactgctt gtttcaacct 
agctgcagct tccttcactt tcttttgctg caacattttt catttcagta acttatcatc 
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agattctttc tttttagttg aaatgaatcc attttaatta actaatcaaa tgaccattca 
attccatctt ctaggctata cgacataatc taacaattct gttgacttgc tagtatcctt 
tgtgctccac acaacataat gtctaaatca aattgatgca gggatacagt aatgtttacg 
aaaaaccatt atagaagcta agtggggata gttcacttac taagagtgcg gttcttttct 
tgagatctcc gacgtttgca gctaccggtg ccactgaagt gctcttttgt tcatgcatag 
aaaacccgac tttgacataa gtatacacac agttgtataa gcatggttat gtcttacatg 
aactcttgta gatattgact caaatgaaat gataatgact aaccaaatag atttcaagaa 
atacaccaaa tccagatact atacacatct tttcaaaata ttacgaatca tttcaaattc 
tgcagaacct aaaattaacc agatttgaga ccaccagaga caaataacat acaactctaa 
actttttcca ctatatatgc agaacaaaca gtcaagaaca accgtataat tggtatatac 
cttttgttaa aattatacat taagcattgt tatgtctaac atgaactaaa cacttgtgaa 
atttatttgg actcaaatta catgataact tcttaccaaa tagaccaatc actttcactt 
ccacattata caaaaaaaga tttaatgaaa tacaccaaaa tccagataag atgcacatct 
tttcaaagaa attacgaata atatcagata cttcacactc acaatagacc acatttgaga 
caaataaaga cattactctg aactttatct actatatgca gaagaaacag tcaagaagaa 
caatattaaa taagacattt tcccaaaata caccaaaatc cagataagat acacattttt 
ctaaaaatac ggggaatttc agatactgca atcctaaaag tagaccacat ttgagaccag 1140 
agtcaaataa gacattaccc tgaattattt ccacactata cagaacaaac agtcaagaac 
aatcatataa ttggtatcag accatttcta aatttctttt gacattttgt gaataaagat 
aatgaaatta aagagaaaca taccttccta gtcctgcgca caggctgtgc agctacttcg 1320 
acagtaggtt tccttccacg tctcttagct ggagccacca cagtttctgc tggaacagtt 
gcagccgcca cgtcatcttt ctttggcctc cctcgttttc tagaaccctc tccagtagca 
gtagtaacca cagccgccgt tacagtcgac ctctttgccc taccacgttt cttcacagcc 
gccgccacag acgtagaagg aacagcctga gctacgtttc ttttcggacg accacttggt 
ttagtactcg ccttcgcaga aacggcaccg atttgggaag agtcagattt agcctttggc 162 0 
ggtcgaccac gaccgcgttt ctgagaagca gtatcagtag ctgagacgcc ggtggcatcc 
gtttgaggtt tgttgccaga cgcatctcca ggtgtaccgg atcttggaac ttcggaacca 
gacgcgggag gagtaagagc tgttttcgcc at 

<210> 62 
<211> 189 
<212> PRT 

<213> Arabidopsis thaliana 
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180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 



1200 
1260 



1380 
1440 

1500 
1560 



1680 
1740 
1772 
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<220> 

<223> G3045 polypeptide 
<400> 62 

Met Ala Lys Thr Ala Leu Thr Pro Pro Ala Ser Gly Ser Glu Val Pro 
15 10 15 

Arg Ser Gly Thr Pro Gly Asp Ala Ser Gly Asn Lys Pro Gin Thr Asp 
20 25 30 

Ala Thr Gly Val Ser Ala Thr Asp Thr Ala Ser Gin Lys Arg Gly Arg 
35 40 45 

Gly Arg Pro Pro Lys Ala Lys Ser Asp Ser Ser Gin lie Gly Ala Val 
50 55 60 

Ser Ala Lys Ala Ser Thr Lys Pro Ser Gly Arg Pro Lys Arg Asn Val 
65 70 75 80 

Ala Gin Ala Val Pro Ser Thr Ser Val Ala Ala Ala Val Lys Lys Arg 
85 90 95 

Gly Arg Ala Lys Arg Ser Thr Val Thr Ala Ala Val Val Thr Thr Ala 
100 105 110 

Thr Gly Glu Gly Ser Arg Lys Arg Gly Arg Pro Lys Lys Asp Asp Val 
115 120 125 

Ala Ala Ala Thr Val Pro Ala Glu Thr Val Val Ala Pro Ala Lys Arg 
130 135 140 

Arg Gly Arg Lys Pro Thr Val Glu Val Ala Ala Gin Pro Val Arg Arg 
145 150 155 160 

Thr Arg Lys Val Cys Phe Ser Leu lie Ser Leu Ser Leu Phe Thr Lys 
165 170 175 



Cys Gin Lys Lys Phe Arg Asn Gly Leu lie Pro lie lie 
180 185 



<210> 63 
<211> 534 
<212> DNA 

<213> Lycopersicon esculentum 
<220> 

<223> BG134451 



/ 
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<400> 63 



aat' era ate t a 


a. c aa t cr a t cf c 


taQtacaacrt: 


tctggaggcg gagctcccaa 


tcgccgtcct 


60 


c CI acrcr c c a t c 


cgcctggatc 


taaaaataag 


cccaagcctc 


caatcatcgt 


gacgagagat 


120 


a r^crc c t aaccf 


cactccgatc 


tcacgtgctt 


gaagtttcga 


ccgatgttga 


tatcatggaa 


180 


acit"at* ct cca 

Cl^H CI. ^ ^ 1» w w t*. 


attacgcaag 


QCQcraQaciciQ 


agaggtgttt 


gtattcttag 


tggtagcggc 


240 


d ^ ciy L» c*. ^ ^ ci 


dk^vj v.,^ ta. t*. v,» v.* 


tcgtcagcct 


actacaaato 


tagtcacact 


ccacggacgt 


300 


ttcgaaatac 


ttagcctctc 


aggtacggtg 


cttcctccgc 


ctgcaccgcc 




360 


gggatctcta 


tatttttatc 


aggtggacaa 


ggacaagtgg 


ttggaggatc 


cgttgtaggg 


420 


cctttgatcg 


catcaggtcc 


agtcgtctta 


atggctgcct 


cttttgctaa 


tgctgtattt 


480 


gaacgacttc 


ccttggagga 


agatgatgag 


gctcctgcta 


atgttcctac 


taca 


534 



<210> 64 
<211> 178 
<212> PRT 

<213> Lycopersicon esculentum 
<220> 

<223> BG134451 polypeptide 
<400> 64 

Gly Glu Ser Asp Ser Asp Ala Gly Ala Ser Ser Gly Gly Gly Ala Pro 
15 10 15 



Asn Arg Arg Pro Arg Gly Arg Pro Pro Gly Ser Lys Asn Lys Pro Lys 
20 25 30 

Pro Pro lie lie Val Thr Arg Asp Thr Pro Asn Ala Leu Arg Ser His 
35 40 45 

Val Leu Glu Val Ser Thr Asp Val Asp lie Met Glu Ser lie Ser Asn 
50 55 60 

Tyr Ala Arg Arg Arg Gly Arg Gly Val Cys He Leu Ser Gly Ser Gly 
65 70 75 80 

Thr Val Thr Asn Val Asn Leu Arg Gin Pro Ala Ala Ser Val Val Thr 
85 90 95 



Leu His Gly Arg Phe Glu He Leu Ser Leu Ser Gly Thr Val Leu Pro 
100 105 110 

Pro Pro Ala Pro Pro Ala Ser Ser Gly He Ser He Phe Leu Ser Gly 
115 120 125 
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Gly Gin Gly Gin Val Val Gly Gly Ser Val Val Gly Pro Leu He Ala 
130 135 140 

Ser Gly Pro Val Val Leu Met Ala Ala Ser Phe Ala Asn Ala Val Phe 
145 150 155 160 

Glu Ara Leu Pro Leu Glu Glu Asp Asp Glu Ala Pro Ala Asn Val Pro 
165 170 175 



Thr Thr 



<210> 65 
<211> 747 
<212> DNA 

<213> Brassica oleracea 
<220> 

<223> BH566718 

ggaagctctt tcgccgcttc ttcctcatcc aaaggtaatc tctcataagt cgcattagaa 



60 
120 

180 
240 



aacgtggcag cgattagcat caccggacca gcagccatca atgcccccac cacgcttcct 
ccaacaacct gaccttgacc accagctaag taaatagtta aaccagtgga tccaggtgga 
gccggtccag gtaagaaaga accggttaga gaaagaatct caaacctccc ttgtaacgcc 
aatacagccg caccaccagg ggcagctgca acgggagcca ctgatggttg acggagtgtg 300 
acgttagcca ccgtgccgtt accgctcaag atgcagatgc cacgttggcg ccgcctagcg 
aaagtagcta gggtttctat gacatcagtc ccactagcga tctccatgac atggctcttg 
agagcgtttg gagaatcacg cgtgacaaag attggtggct ttggtttgtt cttggaacca 
gcaggacgtc cacgtggtcg gcgcgtggga gcttccacgg ctccttcacg tggctcgcgg 
tcgtcgccgc tcaagttgtc tctatcgtct tcgttgttgt tgttggtgtt gacttcttgg 
tgatgatgat ggtggttgtt atgacctgag accatggcca tgttcatgga gatgtggaga 
tctggtgtct ttaactgaga ggaactcggc ggcgtcgttt cgagactgga gagattcact 
tgtcctgtcc accatggatt tcgcatt 

<210> 66 

<211> 248 

<212> PRT 

<213> Brassica oleracea 
<220> 

<223> BH566718 polypeptide 

<400> 66 



360 
420 
480 
540 
600 
660 
720 
747 
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Met Arg Asn Pro Trp Trp Thr Gly Gin Val Asn Leu Ser Ser Leu Glu 
15 10 15 

Thr Thr Pro Pro Ser Ser Ser Gin Leu Lys Thr Pro Asp Leu His He 
20 25 30 

Ser Met Asn Met Ala Met Val Ser Gly His Asn Asn His His His His 
35 40 45 

His Gin Glu Val Asn Thr Asn Asn Asn Asn Glu Asp Asp Arg Asp Asn 
50 55 60 

Leu Ser Gly Asp Asp Arg Glu Pro Arg Glu Gly Ala Val Glu Ala Pro 
65 70 75 80 

Thr Arg Arg Pro Arg Gly Arg Pro Ala Gly Ser Lys Asn Lys Pro Lys 
85 90 95 

Pro Pro He Phe Val Thr Arg Asp Ser Pro Asn Ala Leu Lys Ser His 
100 105 110 

Val Met Glu He Ala Ser Gly Thr Asp Val He Glu Thr Leu Ala Thr 
115 120 125 

Phe Ala Arg Arg Arg Gin Arg Gly He Cys He Leu Ser Gly Asn Gly 
130 135 140 

Thr Val Ala Asn Val Thr Leu Arg Gin Pro Ser Val Ala Pro Val Ala 
145 150 155 160 

Ala Ala Pro Gly Gly Ala Ala Val Leu Ala Leu Gin Gly Arg Phe Glu 
165 170 175 

He Leu Ser Leu Thr Gly Ser Phe Leu Pro Gly Pro Ala Pro Pro Gly 
180 185 190 

Ser Thr Gly Leu Thr He Tyr Leu Ala Gly Gly Gin Gly Gin Val Val 
195 200 205 

Gly Gly Ser Val Val Gly Ala Leu Met Ala Ala Gly Pro Val Met Leu 
210 215 220 

He Ala Ala Thr Phe Ser Asn Ala Thr Tyr Glu Arg Leu Pro Leu Asp 
225 230 235 240 



Glu Glu Glu Ala Ala Lys Glu Leu 
245 
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<210> 67 
<211> 620 
<212> DNA 

<213> Brassica oleracea 
<220> 

<223> BH685875 

accgcatttg agaaggaagc agctactagt ataaccggag ctgatgcaac aagtggagcc 
acaacgcttc ccccaaccac ctgaccttgc ccaccggata gaaatattga caaaccacca 
gcacctggcg gtgcgggtgg tggcaaaacg gttcccgtta gcgaaagaat ctcaaacctt 
ccatgtaaag tcacaactcc tcctcctccg gctccaccac cgctatttcc gggagtgact 
ggctgacgaa gagtgacgtt agaaacggtg ccgtttcctc ctaaaacgga gacccctctc 
cctctccgcc tagcgtaagt ggacacacac tcaactatgt cagctccagg agatacttca 
aggacgtgag atctaagcgc attggggcta tcgcgcgtga ctatgatcgg tggcttagct 
ttgttcttag atcccggtgg acgtccacgt ggacgtttcc caggtgctga gcttgatgta 
gccgggtctg aatcgggtag acccggttga tgatgatcct tgtttgagtg atcagattct 
cttgaatcat ccgacgggtg gtgttgttgc tgctggtggt gttgctggtg atgatgctgg 
tcaaaaaaga tgatcccgcc 

<210> 68 
<211> 206 
<212> PRT 

<213> Brassica oleracea 
<220> 

<223> BH685875 polypeptide 
<400> 68 

Glv Glv He He Phe Phe Asp Gin His His His Gin Gin His His Gin 
1.5 10 15 

Gin Gin Gin His His Pro Ser Asp Asp Ser Arg Glu Ser Asp His Ser 
20 25 30 

Asn Lys Asp His His Gin Pro Gly Leu Pro Asp Ser Asp Pro Ala Thr 
35 40 45 

Ser Ser Ser Ala Pro Gly Lys Arg Pro Arg Gly Arg Pro Pro Gly Ser 
50 55 60 

Lys Asn Lys Ala Lys Pro Pro He He Val Thr Arg Asp Ser Pro Asn 
65 70 75 80 
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60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
620 
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Ala Leu Arg Ser His Val Leu Glu Val Ser Pro Gly Ala Asp He Val 
85 90 

Glu Cys val Ser Thr Tyr Ala Arg Arg Arg Gly Arg Gly Val Ser Val 
100 105 110 

Leu Gly Gly Asn Gly Thr Val Ser Asn Val Thr Leu Arg Gin Pro Val 
115 120 125 

Thr Pro Gly Asn Ser Gly Gly Gly Ala Gly Gly Gly Gly Val Val Thr 
130 135 140 

Leu His Gly Arg Phe Glu He Leu Ser Leu Thr Gly Thr Val Leu Pro 
145 150 155 160 

Pro P-o Ala Pro Pro Gly Ala Gly Gly Leu Ser He Phe Leu Ser Gly 
165 170 175 

Gly Gin Gly Gin Val Val Gly Gly Ser Val Val Ala Pro Leu Val Ala 
ISO 185 190 

Ser Ala Pro Val He Leu Val Ala Ala Ser Phe Ser Asn Ala 
195 200 205 



<210> 69 
<211> 929 
<212> DNA 

<213> Arabidopsis thaliana 
<220> 

<223> CBFl G40 

cttgaaaaag aatctacctg aaaagaaaaa aaagagagag agatataaat agctttacca 
agacagatat actatctttt attaatccaa aaagactgag aactctagta actacgtact 
acttaaacct tatccagttt cttgaaacag agtactctga tcaatgaact cattttcagc 
tttttctgaa atgtttggct ccgattacga gcctcaaggc ggagattatt gtccgacgtt 
ggccacgagt tgtccgaaga aaccggcggg ccgtaagaag tttcgtgaga ctcgtcaccc 
aatttacaga ggagttcgtc aaagaaactc cggtaagtgg gtttctgaag tgagagagcc 
aaacaagaaa accaggattt ggctcgggac tttccaaacc gctgagatgg cagctcgtgc 
tcacgacgtc gctgcattag ccctccgtgg ccgatcagca tgtctcaact tcgctgactc 
ggcttggcgg ctacgaatcc cggagtcaac atgcgccaag gatatccaaa aagcggctgc 
tgaagcggcg ttggcttttc aagatgagac gtgtgatacg acgaccacga atcatggcct 
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ggacatggag gagacgatgg tggaagctat ttatacaccg gaacagagcg aaggtgcgtt 
ttatatggat gaggagacaa tgtttgggat gccgactttg ttggataata tggctgaagg 
catgctttta ccgccgccgt ctgttcaatg gaatcataat tatgacggcg aaggagatgg 
tgacgtgtcg ctttggagtt actaatattc gatagtcgtt tccatttttg tactatagtt 
tgaaaatatt ctagttcctt tttttagaat ggttccttca ttttatttta ttttattgtt 
gtagaaacga gtggaaaata attcaatac 

<210> 70 
<211> 213 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<223> CBFl G40 polypeptide 
<400> 70 

Met Asn Ser Phe Ser Ala Phe Ser Glu Met Phe Gly Ser Asp Tyr Glu 
15 10 15 

Pro Gin Gly Gly Asp Tyr Cys Pro Thr Leu Ala Thr Ser Cys Pro Lys 
20 25 30 

Lys Pro Ala Gly Arg Lys Lys Phe Arg Glu Thr Arg His Pro He Tyr 
35 40 45 

Arg Gly Val Arg Gin Arg Asn Ser Gly Lys Trp Val Ser Glu Val Arg 
50 55 60 

Glu Pro Asn Lys Lys Thr Arg He Trp Leu Gly Thr Phe Gin Thr Ala 
65 70 75 80 

Glu Met Ala Ala Arg Ala His Asp Val Ala Ala Leu Ala Leu Arg Gly 
85 90 95 

Arg Ser Ala Cys Leu Asn Phe Ala Asp Ser Ala Trp Arg Leu Arg He 
100 105 110 



660 
720 
780 
840 
900 
929 



Pro Glu Ser Thr Cys Ala Lys Asp He Gin Lys Ala Ala Ala Glu Ala 
115 120 125 

Ala Leu Ala Phe Gin Asp Glu Thr Cys Asp Thr Thr Thr Thr Asn His 
130 135 140 



Gly Leu Asp Met Glu Glu Thr Met Val Glu Ala He Tyr Thr Pro Glu 
-.i 150 155 160 



145 



155 
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Gin Ser Glu Gly Ala Phe Tyr Met Asp Glu Glu Thr Met Phe Gly Met 
165 170 175 



Pro Thr Leu Leu Asp Asn Met Ala Glu Gly Met Leu Leu Pro Pro Pro 
180 185 190 



Ser Val Gin Trp Asn His Asn Tyr Asp Gly Glu Gly Asp Gly Asp Val 
195 200 205 



Ser Leu Trp Ser Tyr 
210 



<210> 71 

<211> 803 

<212> DNA 

<213> Arabidopsis thaliana 
<220> 



<223> CBF2 


G41 












<400> 71 
ctgatcaatg 


aactcatttt 


ctgccttttc 


tgaaatgttt 


ggctccgatt 


acgagtctcc 


60 


ggtttcctca 


ggcggtgatt 


acagtccgaa 


gcttgccacg 


agctgcccca 


agaaaccagc 


120 


gggaaggaag 


aagtttcgtg 


agactcgtca 


cccaatttac 


agaggagttc 


gtcaaagaaa 


180 


ctccggtaag 


tgggtgtgtg 


agttgagaga 


gccaaacaag 


aaaacgagga 


tttggctcgg 


240 


gactttccaa 


accgctgaga 


tggcagctcg 


tgctcacgac 


gtcgccgcca 


tagctctccg 


300 


tggcagatct 


gcctgtctca 


atttcgctga 


ctcggcttgg 


cggctacgaa 


tcccggaatc 


360 


aacctgtgcc 


aaggaaatcc 


aaaaggcggc 


ggctgaagcc 


gcgttgaatt 


ttcaagatga 


420 


gatgtgtcat 


atgacgacgg 


atgctcatgg 


tcttgacatg 


gaggagacct 


tggtggaggc 


480 


tatttatacg 


ccggaacaga 


gccaagatgc 


gttttatatg 


gatgaagagg 


cgatgttggg 


540 


gatgtctagt 


ttgttggata 


acatggccga 


agggatgctt 


ttaccgtcgc 


cgtcggttca 


600 


atggaactat 


aattttgatg 


tcgagggaga 


tgatgacgtg 


tccttatgga 


gctattaaaa 


660 


ttcgattttt 


atttccattt 


ttggtattat 


agctttttat 


acatttgatc 


cttttttaga 


720 


atggatcttc 


ttcttttttt 


ggttgtgaga 


aacgaatgta 


aatggtaaaa 


gttgttgtca 


780 


aatgcaaatg 


tttttgagtg 


cag 








803 



<210> 72 

<211> 207 

<212> PRT 

<213> Arabidopsis thaliana 
<220> 
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<223> CBF2 G41 polypeptide 

<400> 72 

Met Phe Gly Ser Asp Tyr Glu Ser Pro Val Ser Ser Gly Gly Asp Tyr 
15 10 15 

Ser Pro Lys Leu Ala Thr Ser Cys Pro Lys Lys Pro Ala Gly Arg Lys 
20 25 30 

Lys Phe Arg Glu Thr Arg His Pro lie Tyr Arg Gly Val Arg Gin Arg 
35 40 45 

Asn Ser Gly Lys Trp Val Cys Glu Leu Arg Glu Pro Asn Lys Lys Thr 
50 55 60 

Arg lie Trp Leu Gly Thr Phe Gin Thr Ala Glu Met Ala Ala Arg Ala 
65 70 75 80 

His Asp Val Ala Ala lie Ala Leu Arg Gly Arg Ser Ala Cys Leu Asn 
85 90 95 

Phe Ala Asp Ser Ala Trp Arg Leu Arg He Pro Glu Ser Thr Cys Ala 
100 105 110 

Lys Glu He Gin Lys Ala Ala Ala Glu Ala Ala Leu Asn Phe Gin Asp 
115 120 125 

Glu Met Cys His Met Thr Thr Asp Ala His Gly Leu Asp Met Glu Glu 
130 135 140 

Thr Leu Val Glu Ala He Tyr Thr Pro Glu Gin Ser Gin Asp Ala Phe 
145 150 155 160 

Tyr Met Asp Glu Glu Ala Met Leu Gly Met Ser Ser Leu Leu Asp Asn 
165 170 175 

Met Ala Glu Gly Met Leu Leu Pro Ser Pro Ser Val Gin Trp Asn Tyr 
180 185 190 

Asn Phe Asp Val Glu Gly Asp Asp Asp Val Ser Leu Trp Ser Tyr 
195 200 205 



<210> 73 

<211> 908 

<212> DNA 

<213> Arabidopsis thaliana 
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<220> 

<221> misc feature 
<222> (851) . . (851) 
<223> n is a, c, g, or t 










<220> 

<223> CBF3 


G42 












<400> 73 
cctgaactag 


aacagaaaga 


gagagaaact 


attatttcag 


caaaccatac 


caacaaaaaa 


60 


gacagagatc 


ttttagttac 


cttatccagt 


ttcttgaaac 


agagtactct 


tctgatcaat 


120 


gaactcattt 


tctgcttttt 


ctgaaatgtt 


tggctccgat 


tacgagtctt 


cggtttcctc 


180 


aggcggtgat 


tatattccga 


cgcttgcgag 


cagctgcccc 


aagaaaccgg 


cgggtcgtaa 


240 


gaagtttcgt 


gagactcgtc 


acccaatata 


cagaggagtt 


cgtcggagaa 


actccggtaa 


300 


gtgggtttgt 


gaggttagag 


aaccaaacaa 


gaaaacaagg 


atttggctcg 


gaacatttca 


360 


aaccgctgag 


atggcagctc 


gagctcacga 


cgttgccgct 


ttagcccttc 


gtggccgatc 


420 


agcctgtctc 


aatttcgctg 


actcggcttg 


gagactccga 


atcccggaat 


caacttgcgc 


480 


taaggacatc 


caaaaggcgg 


cggctgaagc 


tgcgttggcg 


tttcaggatg 


agatgtgtga 


540 


tgcgacgacg 


gatcatggct 


tcgacatgga 


ggagacgttg 


gtggaggcta 


tttacacggc 


600 


ggaacagagc 




\~ \~ ar* ^ 


cgatgaggcg 


atgtttgaga 


tgccgagttt 


660 


gttggctaat 


atggcagaag 


ggatgctttt 


gccgcttccg 


tccgtacagt 


ggaatcataa 


720 


tcatgaagtc 


gacggcgatg 


atgacgacgt 


atcgttatgg 


agttattaaa 


actcagatta 


780 


ttatttccat 


ttttagtacg 


atacttttta 


ttttattatt 


atttttagat 


ccttttttag 


840 


aatggaatct 


ncattatgtt 


tgtaaaactg 


agaaacgagt 


gtaaattaaa 


ttgattcagt 


900 


ttcagtat 












908 



<210> 74 
<211> 216 
<212> PRT 

<213> Arabidopsis thaliana 
<220> 

<223> CBF3 G42 polypeptide 
<400> 74 

Met Asn Ser Phe Ser Ala Phe Ser Glu Met Phe Gly Ser Asp Tyr Glu 
15 10 15 



ser Ser Val Ser Ser Gly Gly Asp Tyr lie Pro Thr Leu Ala Ser Ser 
20 25 30 



Cys Pro Lys Lys Pro Ala Gly Arg Lys Lys Phe Arg Glu Thr Arg His 
35 40 45 
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Pro lie Tyr Arg Gly Val Arg Arg Arg Asn Ser Gly Lys Trp Val Cys 
50 55 60 

Glu Val Arg Glu Pro Asn Lys Lys Thr Arg He Trp Leu Gly Thr Phe 
65 70 75 80 

Gin Thr Ala Glu Met Ala Ala Arg Ala His Asp Val Ala Ala Leu Ala 
85 90 95 

Leu Arg Gly Arg Ser Ala Cys Leu Asn Phe Ala Asp Ser Ala Trp Arg 
100 105 110 

Leu Arg He Pro Glu Ser Thr Cys Ala Lys Asp He Gin Lys Ala Ala 
115 120 125 

Ala Glu Ala Ala Leu Ala Phe Gin Asp Glu Met Cys Asp Ala Thr Thr 
130 135 140 

Asp His Gly Phe Asp Met Glu Glu Thr Leu Val Glu Ala He Tyr Thr 
145 150 155 160 

Ala Glu Gin Ser Glu Asn Ala Phe Tyr Met His Asp Glu Ala Met Phe 
165 170 175 

Glu Met Pro Ser Leu Leu Ala Asn Met Ala Glu Gly Met Leu Leu Pro 
180 185 190 

Leu Pro Ser Val Gin Trp Asn His Asn His Glu Val Asp Gly Asp Asp 
195 200 205 

Asp Asp Val Ser Leu Trp Ser Tyr 
210 215 

<210> 75 
<211> 632 
<212> DNA 

<213> Brassica napus 
<220> 

<223> bnCBFl 
<400> 75 

cacccgatat accggggagt tcgtctgaga aagtcaggta agtgggtgtg tgaagtgagg 60 
gaaccaaaca agaaatctag aatttggctt ggaactttca aaacagctga gatggcagct 12 0 
cgtgctcacg acgtcgctgc cctagccctc cgtggaagag gcgcctgcct caattatgcg 180 
gactcggctt ggcggctccg catcccggag acaacctgcc acaaggatat ccagaaggct 240 
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gctgctgaag ccgcattggc ttttgaggct gagaaaagtg atgtgacgat gcaaaatggc 300 

cagaacatgg aggagacgac ggcggtggct tctcaggctg aagtgaatga cacgacgaca 360 

gaacatggca tgaacatgga ggaggcaacg gcagtggctt ctcaggctga ggtgaatgac 420 

acgacgacgg atcatggcgt agacatggag gagacaatgg tggaggctgt ttttactggg 480 

gaacaaagtg aagggtttaa catggcgaag gagtcgacgg tggaggctgc tgttgttacg 540 

gaggaaccga gcaaaggatc ttacatggac gaggagtgga tgctcgagat gccgaccttg 600 

ttggctgata tggcagaagg gatgctcctg cc 632 

<210> 76 
<211> 208 
<212> PRT 

<213> Brassica napus 
<220> 

<223> bnCBFl polypeptide 
<400> 76 

His Pro lie Tyr Arg Gly Val Arg Leu Arg Lys Ser Gly Lys Trp Val 
15 10 15 

Cys Glu Val Arg Glu Pro Asn Lys Lys Ser Arg He Trp Leu Gly Thr 
20 25 30 

Phe Lys Thr Ala Glu Met Ala Ala Arg Ala His Asp Val Ala Ala Leu 
35 40 45 

Ala Leu Arg Gly Arg Gly Ala Cys Leu Asn Tyr Ala Asp Ser Ala Trp 
50 55 60 

Arg Leu Arg He Pro Glu Thr Thr Cys His Lys Asp He Gin Lys Ala 
65 70 75 80 

Ala Ala Glu Ala Ala Leu Ala Phe Glu Ala Glu Lys Ser Asp Val Thr 
85 90 95 

Met Gin Asn Gly Gin Asn Met Glu Glu Thr Thr Ala Val Ala Ser Gin 
100 105 110 

Ala Glu Val Asn Asp Thr Thr Thr Glu His Gly Met Asn Met Glu Glu 
115 120 125 

Ala Thr Ala Val Ala Ser Gin Ala Glu Val Asn Asp Thr Thr Thr Asp 
130 135 140 
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His Gly Val Asp Met Glu Glu Thr Met Val Glu Ala Val Phe Thr Gly 
145 150 155 160 

Glu Gin Ser Glu Gly Phe Asn Met Ala Lys Glu Ser Thr Val Glu Ala 
165 170 175 

Ala Val Val Thr Glu Glu Pro Ser Lys Gly Ser Tyr Met Asp Glu Glu 
180 185 190 

Trp Met Leu Glu Met Pro Thr Leu Leu Ala Asp Met Ala Glu Gly Met 
195 200 205 



<210> 77 

<211> 20 

<212> DNA 

<213> artificial sequence 
<220> 

<223> Artificial Sequence 



<220> 

<221> misc^f eature 

<222> (6) . . (6) 

<223> n is a, c, g, or t 

<220> 

< 2 2 1 > mis c_f e a ture 
<222> (15) . . (15) 

<223> n is a, c, g, or t 

<220> 

< 2 2 1 > mis c_f eatur e 
<222> (18).. (18) 

<223> n is a, c, g, or t 

<220> 

<223> Mol 368 reverse primer 

<400> 77 

cayccnatht aymgnggngt 



<210> 78 

<211> 21 

<212> DNA 

<213> artificial sequence 
<220> 

<223> Artificial Sequence 



<220> 

< 2 2 1 > mis c_f eature 

<222>. (3) . . (3) 

<223> n is a, c, g, or t 

<220> 
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< 2 2 1 > mis cofeature 

<222> (6) . . (6) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (18),. (18) 

<223> n is a, c, g, or t 

<220> 

<223> Mol 378 forward primer 
<400> 78 

ggnarnarca tnccytcngc c 
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